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[0 0 0 7] 
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ifiC J: y - t. tUv £ 3 D NAgfTMt^Se £ L < 

MAtf. *»cDNAW5^^-^p,>f>^hn^i: 
ioTRNA^U Ztlltmmt L T >f > tf h n fift £ ff * C> 3 £ lc «fc »j -Y 
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— £ L/TH T7, T3, SP6ftif^-et«„ 3*1 <b 09 R N A iii V * ^ - 
H-7u^-$-$:^tis<? #-£.^xit. pKAK p C DM 8 , P T3/T7 
18, PT7/3 19, pBluescript I I & if WMmV £ & . 

[0 0 10] 

afi&WiUcffl^, #^tl7c^^m#:&^*LT^tl^ Z.CO c D N A 

it5Ii:i:j:ot3(Z)cDNA*!n- KlT -SSe^SP^©* S Z £ $j 

T-££ 0 ^liM^^^-i: LTte, pUCI, PBluescript 
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^t'^Sc M^^^-i: ITU pKAl, pED6dpc2, pCDM8, 
p S VK3, pMSG, pSVL, pBK-CMV, pBK-RSV, E B V ^ 
pRS, pYES26^M^T*tS. i^WAM 
flgCO S 7. ^-V>T--X/NA^^-#|3mj|BflgCHO&^©H|?LS&^#*IHJf&, 
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[0013] 
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;he?'JTO£p&&:*e& [W8-i 87 i oo] zm^^rm^iz&tbzzttf 
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©DNAfcfc, ffc3*-£j5fctC J: cDNA^n-->^i:j;SM^i:5:ffl^ 
[0 0 15] 

c DN Ali, h«fl*cDNA^77'J-^^D-> 
fbtSrt^t^€.„ cDNAttfc hfflJBgfre,JftffiLfc aKU (A) + RNA^i 

©"efcJSFiiiNHjeTfc&V^ cDNAIt KlIj-Bergg[Okayama, H 
and Berg, P. , Mol. Cell. Biol. 2:161-1 
70 (1982)]. Gubler-Hoffman&CGubler, U. 
and Hoffman, J. , Gene 25:263 — 269 (1983) 

fc&lCfcfc, ^J6MlC&tffcJ:e>fc3f<V y [K a t o, S. et al 

. , Gene 150:243-250 (1994)] &m^Z> Z. £&M$. 

= ifc$JROthcDNA7'f^7';-S:Mv^ii:t)T*g5. cDNA5>f^ 

^ y-a^^nsig© c dn a&# n-xb-rsicii, c dna(d&m<d 

/§v\T. £tf3J©2ii$£tCJ: »; nn:^-£>.5VNtt::7^-?/W:/LJ £V if- :> a > fc 

> ti h t>#H IfemRNA^bRT-PCRS^i'J, *5§0£<Z) c D N A 

[0016] 

*?§0^ooc dn At*, m&m^i i frt>mpm^2 ovmztizi&mmfmz 

^tt5t;0T*^5 o (HP§f) , cDNA^O- 
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[0 0 2 0] 
[0 0 2 1 ] 

#3£fE©c DNAJC&, IH#I##1 1 frkBe#J#-i§- 2 0 X'm2ft&1&mmW& 

•&vN(iSH^j#-^-2 i *^ie#i#-^3 o T*m-£tiz>m.mm&i(D^frtez>3frt&mm 

n^ti cDNAi/t (10 b p#±) ^^*tlS„ t>^|SJ:07> 

[0 0 2 2] 
[HffiM] 

["Molecular Cloning. A Laboratory Man 
u a 1 " , Cold Spring Harbor Laboratory, 1 

9 8 9] \z^t- 0 mmmm&j:z$&m&ffimmizmzmM<Dm^m^mmt± 

tfcofc. c DNAMiOT [Kato, S. et a 1 . , G e n e 15 
0:243-250 (1994)] tCtEofc. 
[0 0 2 3] 

(1 ) «fc?M£K;*>r >$:ttl>ges&3- KLt^S c DNAOIM 
cDNA5>f^7'J-i:LT, ~J -i yntjl/3-7»»HT- 1 0 8 0 c D 
NA 7^f^'J - (WO 9 8 / 1 1 2 1 7) , ^^mm^ms a o s - 2 c DN 
A 7^5'J- (WO 9 7/3 3 9 9 3 ) , S£&«ifflilS#fcK B cDNAy-f^ 
- (WO 9 8/11217), #ffilC<fc^T«ffl3ftfcJffKi&§JKc DNA7 
>r^5U- (WO 9 8/2 1 3 2 8) £ffiv^ 0 >f ^7 U -*^5£££ 



8 



fnjfrF.^-T- 1 1-3 0 8 9 6] 3 





10—3262 9 



>7>e>&£*^ • 7°P^-f > cDKA/t>^||Uc t zf\^E • ^□f / f>cD 

T, Kyte-Doolittle ©7j& [Kyte, J & Doolitt 
le, R. F . , J. Mo 1. Biol. 157:105-132 (1982 

[0 0 2 4 ] 

(2) -fv^hnfliRCissss^ 

n g T N TW«iif»12. 5^1, McftfJH) 

0. 5a 1, y s y y-^^^t^) 2 # i, [ 35 s] 

-> (7V-i/tAtt) 2<tl (0. 37MBq//tl) , T7RNAjK'J^7 
-ifO. 5^1, R N a s i n 2 0 U 5:^^111 2 5 /i 1 fflEfSS^T 3 0 e C t 

□ V-W (7"D^^) 2. 5^UifLT|fofc 0 S^3/iH:SDS 
t>yj>^-y77- (1 2 5mMb'J^MI«i, pH6. 8, 120m 
M2-^)V^y'h^^ J -jv. 2%SDsm 0. 0 2 5%^n=E7i;-^ 
2 0%^Uir n-;i/) 2 # 1 ?r*Dx.. 9 5°c 3 frmtiuM® i mLf=.'&, s 
d s -aKu y^ u ;i/T ^ K^bm^i&ftiic^tf £ 0 h^v*?^? * - zn 

[0 0 2 5] 

(3 ) CO S 7 {C «fcS5g^ 

^mm&m&w&ftm^? z-*m-?z>±mm* 1 o o # g / m 1 y >t:°i/>; 

>-^*2 x YTJgi2 m 1 7 °C 2B#f^#L£i^ ^-77-^ 1 
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3K0 7 (5 0 /il) £»U 3 7 °CT-iMlfc jS^iC «fc o T#8i L 
SlOOntlClmMhV^-O. ImMEDTA, pH8 (TE) ICjRSILfc. 

□ 

[0 0 2 6] 

1^!?Kfi3fM&*Nlliecos 7tt, 1 0%?^MJfcJfa?9&^tf#;i''<*}/zi&3E 
>f-30l/ (DMEM) igMfitfJ, 5%C0 2 #i5ET. 3 7tffilLfe o lxl O 5 
i0COS7«?:6«^l/-h ^©fil3 cm) {C*fi;L, 5%C 

• 3?>i:50mMhnM (pH7. 5) ^^tfDMEM (TDM 

EM) t'SS^Lfe. £©iMJ^lC— A» 1- DM EM 
ifiO. 6ml, TRANSFECTAM™ (IBFft) 3 n 1 L f=. *>© £ 

&flDU 5%C0 2 #^ET> 3 7 1CT? 3 Bm#*Lfc e ^ T 
DMEMt'*BMiiiS:^l/, 1 0 % ? «iMlDMEM & 1 fz&f- »J 2 
mite, 5%C0 2 #ftT> 3 7TCCT2Hr^*lfc 0 igiftS: [ 35 S ] 

5M>&&wi c 35 s] ^^*~>t:^tf^ic^fiibfe^ l^ra^itLfc. 

SDS-PAGElC^ijfe. 
^ [0 0 2 7] 

(4) 9U — >W 
<HP0 2 5 3 9> (|E«1, ll, 2 1) 

£ MMIStS a o s - 2 cDNA7^7'7'J -fr tifc * n - > H 

P02539C7)c DNA-f>t- h ®^i&*SE#J L i: 3 5. 1 8 8 b p 

(D 5 ' 1 9 4 4 bp©ORF, 2 3 5 3 bpC!)3' 

&£#ag£^LT ^fc„ ORFii64 77^ ;SSS^5)*;5SeSl3- Kl 

gUCKy t e-Doo 1 ittle C7)#&T##) 7^^g &K£>£& 
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(GenBankT^-fevs >§^-A F 0 5 4 6 2 
3 ) ^^{KttSr^LT^fe. *2 tc, ^mm<DhL Mfif (HP) r 
izzled-1 (MM) <D7 * ;mm?iS<Dlt&$:jjk-t B * It 

[0 0 2 9] 
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HP MAEEEAPKKSRAAGGGASWELCAGALSARLTEEGSGDAGGRRRPPVDPRRLARQLLLLLW 
****.**..**** * * * * _* ***_**** *_ ****** 

MM MAEEAAPSESRAA-GRLSLELCAEALPGRREEVGHEDTASHRRPRADPRRWASGLLLLLW 

HP LLEAPLLLGVRAQAAGQGPGQGPGPGQQPPPPPQQQQSGQQYNGERGISVPDHGYCQPIS 
*************** ** *****^ *****^ **************_ ********** 

MM LLEAPLLLGVRAQAA GQVSGPGQQAPPPPQPQQSGQQYNGERG I S I PDHG YCQP I S 

HP I PLCTD I AYNQT I MPNLLGHTNQEDAGLEVHQFYPLVK VQCSAELKFFLCSM YAPVCTVL 
******. *************************************************.,. 

MM I PLCTDMAYNQTI MPNLLGHTNQEDAGLEVHQFYPLVK VQCSAELKFFLCSMYAPVCTVL 

HP EQALPPCRSLCERARQGCEALMNKFGFQWPDTLKCEKFPVHGAGELCVGQNTSDKGTPTP 
***********************************************************,,. 

MM EQALPPCRSLCERARQGCEALMNKFGFQWPDTLKCEKFPVHGAGELCVGQNTSDKGTPTP 

HP SLLPEFWTSNPQHGGGGHRGGFPGGAGASERGKFSCPRALKVPSYLNYHFLGEKDCGAPC 
********** ******.***.*****_ ***********.******************* 

MM SLLPEFWTSNGQHGGGGYRGGYPGGAGTVERGKFSCPRALRVPSYLNYHFLGEKDCGAPC 
HP EPTKVYGLMYFGPEELRFSRTWIGIWSVLCCASTLFTVLTYLVDMRRFSYPERPI IFLSG 

*************** ******************************_ ********** 

MM EPTKVYGLMYFGPEELRFSRTWIGIWSVLCCASTLFTVLTYLVDMPRFSYPERPI ISLSG 
HP CYTAVA VA Y I AGFLLEDRV VCNDKFAEDGARTVAQGTKKEGCT I LFMMLYFFSMASS I WW 
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************************************* _ St***********:*:****^^^^^ 

MM CYTAVAVAYIAGFLLEDRVVCNDKFAEDGARTVAQGTNKEGCTILFMMLYFFSMASSIWW 

HP VILSLTWFLAAGMKWGHEAIEANSQYFHLAAWAVPAIKTITILALGQVDGDVLSGVCFVG 
********************************************************^,,. 

MM VILSLTWFLAAGMKWGHEAIEANSQYFHLAAWAVPAIKTITILALGQVDGDVLSGVCFLG 

HP LNNVDALRGFVLAPLFVYLFIGTSFLLAGFVSLFRIRTIMKHDGTKTEKLEKLMVRIGVF 
*********************************************************^,,. 

MM LNNVDALRGFVLAPLFV YLF I GTSFLLAGFVSLFR I RT I MKHDGTKTEKLEKLM VR I GVF 
HP SVLYTVPAT I V I ACYFYEQAFRDQWERSWVAQSCKSYA I PCPHLQAGGGAPPHPPMSPDF 
********************************************* *** .********** 

MM SVLYTVPAT I V I ACYFYEQAFRDQWERSWVAQSCKSYA I PCPHLQGGGGVPPHPPMSPDF 
HP TVFM I KYLMTL I VG I TSGFW I WSGKTLNSWRKFYTRLTNSKQGETTV 
********* ********************** 
MM TVFMIKYLM TLNSWRKFYTRLTNSKQGETTV 



[0 0 3 0] 

*cDNA0i|S^[J5:M^tGenBank^^iLti:35, ES 

10020) tf5tmztiT^tzi)\ &&wiFjte<?>-2*mm<Dm&%.£.mv&&m. 

[0 0 3 1] 

<HP0 2 7 7 0>(SM2, 12, 2 2) 

k ■Ju-V-nsn- ^MMffiHT- 1 0 8 0 cDNA7^^5y-^M!?) 

*l£?n->H P 0 2 7 7 00c DNAOt- h ©^JSSBB^IS:^ Lfc il Zl 
5, 2 5 2 bp®5' #fSIRffi^ 1 0 5 3 bpOORF, 2 04 bp©3' # 
j®iKM^A^/&-5^^$:^ LT^fe, ORF(J3 5 075 

I&3-KLTfey, 2@m©^^K® K*>f>#:££Lfc. EI2lCKyte 
— Doolittle <DjimT?&tofc*m&R<Dmyk&/myk&ZfU-7 4 

>T >tfh OB|?0^, ORFA>e,fSSnS^fi3 8, 2 7 4 i^ 



J:' „'r! ] ] - 3 0 8 9 6 ] 3 
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^*£^4 2 k D a <D®mm.®)tf£.f&Lt- B 
[0 0 3 2] 

h R I N GIIS7 -f>^-Ifig (GenBankT^-fei/a >^#A F 0 3 
V 2 0 4) Mtt5:lLT^fe. ^ 3 {C, #?g0B<Dt; Mfif (HP) £ h 
R I NGlEifi^^ (ZN) ©T^ ygjEBB^!l©Jt«{S:^-r. -ti^ 

[0 0 3 3] 
[*3] 



HP MHPAAFPLPVVVA A VLWGA APTRGL I RATSDHNASMDFADLPALFGATLS 

ZN MLLS I GMLMLSATQVYT I LTVQLFAFLNLLPVEAD I LA YNFENASQTFDDLPARFGYRLP 
HP QEGLQGFLVEAHPDNACSPIAPPPPAPVNGSVFI ALLRRFDCNFDLKVLNAQKAGYGAAV 

.***.***. ...*.***.**. *** ....**.*.**.*****.******.»** **^ 

ZN AEGLKGFLINSKPENACEPIVPPPVKDNSSGTFI VLIRRLDCNFDIKVLNAQRAGYKAAI 
HP VHNVNSNELLNMVWNSEEI QQQI W I PSVF I GERSSEYLRALFVYEKGARVLLVPDNTFPL 

****.*. .*..* *. *. . .* **»*****.*.. *_ * t ****^ ***_ ..** 

ZN VHNVDSDDL I SMGSNDI EVLK K I D I PSVF I GESSANSLKDEFTYEKGGHL I LVPEFSLPL 
HP G YYL I PFTG I VGLLVLAMG AVMI ARC I QHRKRLQRNRLTKEQLKQ I PTHDYQKGDQYDVC 
.****** ***. .. - **.. .*.*.* .**** *.***..*.*...***.**** 

ZN EYYL I PFL 1 1 VG I CL I L I V I FMI TKFVQDRHRARRNRLRKDQLKKLPVHKFKKGDEYDVC 
HP AICLDEYEDGDKLRVLPCAHAYHSRCVDPWLTQTRKTCPICKQPVHRGPGDED-QEEETQ 

**************.***_****_ ********_ **** .*** * ...**,* #>>> * 

ZN A I CLDEYEDGDKLR I LPCSHA YHCKCVDPWLTKTKKTCPVCKQKVVPSQGDSDSDTDSSQ 
HP GQEEGDEGEPRDHPASERTPLLGSSPTLPTSFGSLAPAPLVFPGPSTDPPLSPPSSPVIL 
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ZN EENEVTEHTPLLRPLASVSAQSFGALSESRSHQNMTESSDYEEDDNEDTDSSDAENE I NE 
HP V 

ZN HDVVVQLQPNGERDYN I ANTV 



[0 0 3 4] 

*cDNA0fiii^ffl^TGenBank^j|tl / fei:35, ES 

# 34312) ^i»sntv^fe^ w#BB^Jfc©T#$&^©geiCi: raises 

[0 0 3 5] 

<HP 0 2 8 6 9> (IM^3, 13, 2 3) 

8 6 9tf)cDNA-f h ©£&gge#J L £ 3 6, 2 2 9 b p CO 5 ' 

621b P 0ORF < 2 2 0 9 bp©3' #SSRM«fr e> fcSltag 
^tbTV\fc 0 ORF»2 0 67> KLtfiy, 
2^m©jf^j^]Ril K*>f >##£L£„ 03CKyte-Doolittle 

[0 0 3 6] 

*cDNAffl$lS2^J5:M^tGenBank&i|Lf^i5, ES 
T©^(C. 9 0%J^±(7)ffi[sIft^^-r^t;(Z) 7ni/3>#fAA2 
7 8 2 4 7) #^$*lTV^c#\ S#BE#Jfc©T*;£$6tgtf>g 6 IC £ 8 K 

[0 0 3 7] 

<HP 0 2 9 5 6> (1M#4, 14, 2 4) 

t: h^*^S#ffljSS^K B c DNA5^77 D -fr^ e>*lfc? n->H P 0 2 



1 4 



tf}fJF.#¥- 1 1- 3 0 8 9 61 3 
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9 5 6 (Dc DNA>f>f - hO^i^ij^^Lfetl^. 68bpffi5' # 
HIft£I*£, 64 2 bp(7)ORF, 1 6 5 7 b p©3 ' #fMB!RM*£fr£ £ 
^LT^fco ORFIi2 137^;SSiA^4SSet&3-KLTfcy, 3 
®mC0|t^^Sii >T >^fiLfe B 04i:Kyte-Doolittleffl 

*gJH, ORF^f,f«34l5^-fi2 3, 9O2hS(^i;2 2kDa0B8RI 
[0 0 3 8] 

fc: hf^5^>NET-4 (Ge nB a n k7^t>>H>t^F 0 6 5 3 8 
9) £S{K14£^LT^fc 0 *4tc, #5§0j!tf>ti hMSfl (HP) i:thfl>7 
^>NET-4 (TS) ©7^ 7 KBe^I©it«{S:^-r. -&3r^y:7°£, * it 

zzn-enm-t. c«n 1 97^ ;mmmt>\ 58. 8%<Dmm&*mLx 

[0 0 3 9] 
[^4] 



HP 



MHY 



TS MSGKHYKGPEVSCCIKYFIFGFNVIFWFLGITFLGIGLWAWNEKGVLSNISSITDLGGFD 
HP YRYSNAKVSCWYKYLLFSYNI IFWLAGVVFLGVGLWAWSEKGVLSDLTKVTRMHGIDPVV 



TS PVWLFLVVGGVMF I LGFAGC I GALRENTFLLKFFSVFLG 1 1 FFLELTAG VLAF VFKDW I K 
HP LVLMVGVVMFTLGFAGCVGALRENICLLNFNQCCGAYGPEDWDLNVYFNCSGASYSREKC 

*X**X # # fc*^ ^ *x*.* 

TS DQLYFFINNNIRAYRDDIDLQNLIDFTQEYWQCCGAFGADDWNLNI YFNCTDSNASRERC 
HP G VPFSCCVPDPAQK V VNTQCG YDVR I QLKSKWDESI FTKGCI QALESWLPRN I Y I VAGVF 
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*******. ***..*.******** .... *.****....*.**. *. **** * 

TS GVPFSCCTKDPAEDV I NTQCGYDARQKPEVDQQ I V I YTKGCVPQFEKWLQDNLT I VAG I F 
HP I A I SLLQ I FG I FLARTL I SD I EAVKAGHHF 
*.*.******* **..*.***»**. *^ 

TS I G I ALLQ I FG I CLAQNLVSD I EA VR ASW 



[0 0 4 0] 

#cDNA©SSSJ!IS:ffll>TGenBankS:ftSj|Ofc^»5, ES 

# 279) tf&mztiT^frtf. Bftm&]*<D"e$L&m<Dgi&$f;£.mcm&R&zi 

[0 0 4 1] 

<HP029 62> m&m^ 5 , 15. 25) 

t: hMWftKB cDNA5^77'J - ^ tlfc # n - > H P 0 2 

9 6 2©cDNA^>D-b©MS^J?:Mlfei:35, 1 9 b p <D 5 ' # 
HIR^S, 1 7 8 8 bpfflORF, 5 4 8 bp© 3' ^HSR^^^^&SfltJgS: 

*«£*i£#l&^^;i/###Lfc 0 05i;Kyte-Doolittle (Djj 

HI* ORFA^fi$ti|,^i6 7, 5 4 9 J:tJ^t^7OkDa0iiR 

e>tiS 8 5 k D a 0Sftffllfe o #&^^;i/B2?g«Wffl&^M8j-e&5 ( 

-3, -l) mmzmm-t&t. Met(i2 3#@©77->A^fet5t 

>#@35ltffgte#3&SS|5ft#4Sffi (75|@Asn-Thr-Thr, 15 
3#@As n-Gl n — Thr, 2 3 7 # @ A s n - T y r - T h r , 3 6 0t 
@Asn-Ser-Ser) &fe-f£> 0 
[0 0 4 2] 



fij»*¥ 1 1- 3 0 8 9 618 




1 0- 3 2 6 2 



t hUMM&^K IAA0584 >|^AB 0 1 1 

15 6) tmiSl&Z^iLT^tz, m 5 }C. *$£m<D\l hgfiH (HP) tthfi 
816SKIAA 0 5 8 4 (KI) CD 7 * J Wmm\m. £ m-* . -(±^-^^7° 

□ 

[0 0 4 3] 
[515] 



HP MRAAR AAPLLQLLLLLGPWLEA AGVAESPL— PAVVLA I LARNAEHSL 

*. . . **** *.*..*.*****.*.* 

KI LAWSLLLLSSALLREGCRARFVAERDSEDDGEEPVVFPESPLQSPTVLVAVLARNAAHTL 
HP PHYLGALERLDYPRARMALWCATDHNVDNTTEMLQEWLAAVGDDYAAVVWRPEGEPRFYP 

**.** *******..***.* ***********_ *** x * * x* 

K I PHFLGCLERLDYPKSRMA I WAATDHNVDNTTE I FREWLKNVQRLYHYVEWRPMDEPESYP 

HP DEEGPKHWTKERHQFLMELKQEALTFAR-NWGADYILFADTDNILTNNQTLRLLMGQGLP 
** *****...* . .*.*.*.** ** ,* .***** *.***** ***.«* 

K I DE I GPKHWPTSRFAH VMKLRQAALRTAREK W-SDY I LF I DVDNFLTNPQTLNLL I AENKT 

HP VVAPMLDSQTYYSNFWCGITPQGYYRRTAEYFPTKNRQRRGCFRVPMVHSTFLASLRAEG 
.*****.*_ **********.*.*.**_* x ***.********* .** *^ 

K I I VAPMLESRGLYSNFWCG I TPKGFYKRTPDYVQ I REWKRTGCFPVPMVHSTFLI DLRKEA 
HP ADQLAFYPPHPNYTWPFDD 1 1 VFAYACQAAG VSVHVCNEHR YG YMN VPVKSHQGLEDERV 

.*.*.*****_***_ ******** x* m ...** ..***. .*.*.**.*... 

K I SDKLTFYPPHQDYTWTFDD 1 1 VFAFSSRQAG I QM YLCNREHYG YLP I PLKPHQTLQED I E 
HP NF I HL I LEALVDGPRMQASAHVTRPSKRPSK I GFDEVFV I SLARRPDRRERMLASLWEME 
*.**. .**..* *.*..*..*. .* *.*.****.*.*.* ** ****** .*.* * 
K I NLIHVQIEAMI DRPPMEPSQY VSVVPKYPDKMGFDEI FM I NLKRRKDRRDRMLRTLYEQE 
HP I SGRVVDAVDGU'MLNSSA I RNLGVDLLPGYQDPYSGRTLTKGEVGCFLSHYSI KEEVVAR 
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*. ..*.**** **.* .*....****.****.*.**.**.********.*.**_* 

KI IEVKIVEAVDGKALNTSQLKALNIEMLPGYRDPYSSRPLTRGEIGCFLSHYSVWKEVIDR 
HP GLAR VLVFEDDVRFESNFRGRLERLMEDVEAEKLSWDL I YLGRKQVN-PEKETAVEGLPG 

.*...**.******* .* *.*.***.«** * *_** 

K I ELEKTLV I EDDVRFEHQFKKKLMKLMDN I DQAQLDWEL I Y I GRKRMQVKEPEKAVPNV AN 

HP LVVAGYSYWTLAYALRLAGARKLLASQPLRRMLPVDEFLPIMFDQHPNEQYKAHFWPRDL 
** «.«*****.* *.**.**....*. .*********.* ** _** *** 

K I LVEADYSYWTLGYV I SLEGAQKLVGANPFGKMLPVDEFLPVMYNKHPVAEYKEYYESRDL 

HP VAFSAQPLLAAPTHYAGDAEKLSDTETSSPWDDDSGRLISWSGSQ— KTLRSPRLDLTGS 
****.*** ****.*. ^ ** *. . * f 

K I KAFSAEPLL I YPTHYTGQPGYLSDTETST I WDNETV-ATDWDRTHAWKSRKQSR I YSNAK 
HP SGHSLQPQPRDEL 

*.* 

KI NTEALPPPTSLDTVPSRDEL 



[0044] 

ttc *c DNA©jgll2M?:M^TG e n B a n k ES 

5 8 8 9 6) fimBZftT^frfiK S#gH?a&0-e##gEp3(£>gfifC£: psj CSfift 
fen- KLT^Sfrif^jJMiW^T^fci^. 
[0 0 4 5] 

<HP 0 3 0 1 4 > (Wf 6. 16, 2 6) 

H hJffflic DNA5^ ^ U-*^^e>tlfe^n->HP3 0 1 4fficDNA 
-f h©^SSB0^IS:^Lfci:3 5, 2 6 bp©5' #fStfi«i, 79 5 

b pfflORF, 2O3bp03' ^fllRtM^^ fe&WiJELlt^ l/TV'vfc.,, ORF 

fi2 647^ ;i»e,^sgai^n- klt^»j, i k 

* Oi)^fiU; t 06iCKyte-Dool i tt le (Dli&~£jRtb fr&M fi 
2©£*i£#-?-g2 8, 4 7 U »j -^^^3 1 k D a (DWtRMt&l Lfz. B 



- 3 0 8 9 6 ] 3 





10-3262 



[0 0 4 6 ] 

VtfXWW K^^>^gei 1 (GenBank7nyg >§^U4 0 8 2 
5) iliM^Lt^fc. ^6(C, ^mmCDt: Mfif (HP) i:?^7WW 
F^^>^gfiSl (MM) CDT^ y^iE^J<Z)ifc«{&^-t 0 -li^^^yS:, 

[0 0 4 7] 



HP MVASAKMGRAGTMAVAAELR 

** 

MM MARASSRNSSEEAWGSLQAPQQQQSPAASSLEGAIWRRAGTQTRALDTILYHPQQSHLLR 
HP ELCPGVNNQPYLCESGHCCGETGCCTYYYELWWFWLLWTVL I LFSCCCAFRHRRAKLRLQ 

*******.******. ********************************************* 

MM ELCPGVNTQPYLCETGHCCGETGCCTYYYELWWFWLLWTVL I LFSCCCAFRHRRAKLRLQ 
HP QQQRQREINLLAYHGACHGAGPFPTGSLLDLRFLSTFKPPAYEDVVHRPGTPPPPYTVAP 

********************** ********* ** _ *********** ******** **_ * 

MM QQQRQREINLLAYHGACHGAGPVPTGSLLDLRLLSAFKPPAYEDVVHHPGTPPPPYTVGP 

HP GRPLTASSEQTCCSSSSSCPAHFEGTNVEGVSSHQSAPPHQEGEPGAGVTPASTPPSCRY 
* * *.*** * ***.***.**.************* ******* **..*, .****** 

MM GYPWTTSSECTRCSSESSCSAHLEGTNVEGVSSQQSALPHQEGEPRAGLSPVHIPPSCRY 
HP RRLTGDSG I ELCPCPASGEGEPVKEVR VSATLPDLED YSPCALPPESVPQ I FPMGLSSSE 
***************. *.****_ *****_ *****_**********_ ****** 

MM RRLTGDSG I ELCPCPDSSEGEPLKEARASASQPDLEDHSPCALPPDSVSQVPPMGLASSC 
HP GDIP 

MM GTSHK 
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[0 0 4 8] 

*cDNA0Sl^iJ$:ffl^tGenBank5:tilti:^5, ES 
TO^tC. 9 0%J^±(7)ffl|l|ft$:^-r^t;C7) 7n$/H>#fW2 4 

5 7 5) #g^3*lTV*fc#, gP^gH^J^ODT*#§0^0SaSi:|lfCSaK$:I3 

[0 0 4 9] 

<HP 1 0 6 0 8> (S?lJ#f 7, 17, 2 7) 

tl h-WffiMZMB&WS a o s - 2 c DNA7^77'J-?!)^#^tlfe^D->H 
PlO6O80cDNA^^- h<Di£i&mmPlZ®:fcLf~£Z5. 23bp© 

• 5' io32bp®oRF, i 82b P ©3' #mmMmfrb%tz> 

*t^£^LT^£ 0 ORF[J34 37^ J mj%&fr <b £ =z - KLTfc 

*K 5®m©it^iKKii F*-f >##£Lfe„ 07|;Kyte-Dool i t t 

ffliKcOM*, ORF^e.fI$tl5^l4 0, 5 8 4 J;ijmSV^ 7kD 
[0 0 5 0] 

*cDNA©tli?!J5:M^TGenBank$:MLfci:^5, ES 
TO^iC 9 OroJ^iCDffilllffi?:^^^^© (fx.(i, 7ni/H>#fT3 5 
^ 4 0 6) ^Si$tiiv\fc^ ^^@H^j^©T^#g^(Z)geMi:|HftJgaS5:n 

[0 0 5 1 ] 

<HP 1 0 6 0 9> (1^8, 18, 2 8) 

t: hiSMllftKB cDNA7^y7'J-^bf|?)tlfe^n->HP 1 0 
6 0 9 0c DNA^f>t- h©£i&»SS#J£8:5tL££3 3, 38bp©5' # 
SlRfl^ 7 3 5 bp0ORF, 5 5 9 bp(Z>3' #NfSEKtf«fr & £ £ 
LTVa^ 0 ORF(j:2 4 4 75;i»^^ief?:3-KLtS'J 1 
S&tC 1 MmcD^^mK^i K^-f 08ICKyte-Doolitt 

mmcDU^. ORF^f,fi$4x5^i2 7, 7 5 6 tH^t2 7kDa0 



8\MMK L ] 1-3 0 8 9 61 3 




1 0 - 3 2 6 2 



• 



[0 0 5 2] 

*SBS®7^ J SEBH^JSrffi^T^n-T 1 ^ - Sr^sd Lfci: 3 5, 

t: h^ifiigSIR vl 147 (GenBank7n^a >#^-Z 9 5 5 
84) hlM&^llT^fe. 3t7lC, ^H^CDtlhSeS (HP) tubmm 
IWaiRvl 147 (MT) COT^ /lfcBE#|(Z)Jt«£i3*-r. -li^f-Vy^" 



[0 0 5 3] 
[*7] 
6 7 



HP MDILVPLLQLLVLLLTLPLHLMALLGCWQPLCKSYFPYLMAVLTPKSNRKMESKKRELFS 

MT MTSGAA ASASRVDHPLFAR I WPVVAAHEAEA I RAL 

HP QIKGLTGASGKVALLELGCGTGANFQFYPPGC-RVTCLDPNPHFEKFLTKSMAENRHLQY 
*.* **.* ** * * * ** ***** * 

MT RRENLAGLSGRV — LEVGAGVGTNFAYYPVAVEQV I AMEPEPRLAA-KAR I AAADAPVPI 

HP ERFVVAPGEDMRQLADGSMDVVVCTLVLCSVQSPRKVLQEVRRVLRPGGVLFFWEHVAEP 
. *..* *.***.****** .* **_ _ *^ _ **_ ** * _ **** ># 

MT -VVTDKTVEEFRD — TETFDAVVCSLVLCSVSDPGAVLAHLRSLLRRGGELRYLEHVASA 
HP YGSWAFMWQQVFEPTWKH I GDGCCLTRETWKDLENAQFSE I QMERQPPPLKW — LPVGPH 

* * .. * * *.* ... .* * *. . * ***. 

MT -GARGRVQRFVDATFWPRLAGNCHTHRHTERA I LDAGFVVDSSRREWAFPA WVPLPVSEL 
HP IMGKAVK 

.*.* . 
MT ALGRAHRT 
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• 



[0 0 5 4] 

Sfe, *cDNA©iIg^iJ$:M^tGenBank^tiLfc^35, ES 

9 8 1) t>mm£tiT^tc£>\ Bftm¥tste<D~e*&m<DM&R£mvs.8R&=i 

[0 0 5 5] 

<h p i o 6 1 1 > 19. 29) 

tl hm^kfeffiMMffiKB cDNA7-f^7'J-i)^#6tlfe^n->HP 1 0 
6 1 10cDNA>f>t-hffi^tWJ?:Mlfei:^5 < 3 7 b p© 5' # 

• mmmm. 9i2b P ©oRF. 9 s 3 b P (D3' }mmm®,frt>&z>mmzm 

LT^fe 0 ORFIi3 0 3 7^;i^l*^^§gaf$:3-KLtS»J, 
mizmfeft&Z; ?i-)ltf&tEl,f- 0 @9i;Kyte-Dool itt le CD#& 

, ORF^?)fJi$n6^i3 3, 8 5 6«fcy^/hS^3 lkDaCggRI 

fco ftmisy+>vm$mm&&^mm'£&z> (-3, -d gyflj&jgua-r&i:, 

[0 0 5 6] 

C^2£2 187$ y^^S^H I (SWISS-PROT7 

^ti>3>#§Q 0 6 0 0 3) t^ltV^fc 0 L^U N5fc38<«U£8£H££: 

[0 0 5 7] 

*cDNAfflMI2?iJ5:M^TGenBank^ftiLfci::5, ES 
T©#tC, 9 0%J^±<Z)ffi[sItt$:^t-^ : fe;(7) (Mill 7^ti/3>#^H14 
0 5 4 ) *^»S4xTVNfc*^ SP^@H^J^(Z)T-*^B^c7)MeK^(Bll3SeK^=r 

[0 0 5 8] 

<HP1 06 1 7> (S»^l 0, 2 0. 3 0) 



1 1 - 3 0 8 06 1 H 
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t b7-f70t;bn-7|KHT-l 0 8 0 cDNA7>f^'J -^<b*#£> 
^^D->HP1061 VfflcDNA^f- h ®±££E#lfcfc5£ L £ ~ 
5, 72 bp© 5' ^lil^, 483b P C7)ORF, 5 6 9 bp03' 

Lt^t, ORFlil 6 0 7^;i«I^e>&6geg$: 
=i-KLT*3»J, 4 ttm©«SBtRitK^>r Lfc. llOCKyte- 

Do o 1 i t t 1 e ®*Sl:-*afe*iei©«/ M ^ n 7 ^ 

[0 0 5 9] 

*cDNA0tSE?ij$:| llT GenBank^iLfc^5, ES 

6 7 2) tf&mtstiT^fiit)^ &&mwji<D-e*Lftm<DmBn£mvm&9!.$:z2 

[0 0 6 0] 

© d n a ^ n - ^ae^stffl ifi^i tiTffl^i^ 

[0 0 6 1 ] 

[se^fj*] 

[0 0 6 2] 
<110> Sagami Chemical Reserach Center, 
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Protegene Inc. 

<120> Human proteins having hydrophobic domains and DNAs encoding these 

proteins 

<130> 

<160> 30 

[0 0 6 3] 
<210> 1 
<211> 647 
<212> PRT 

<213> Homo sapience 
<400> 1 

Met Ala Glu Glu Glu Ala Pro Lys Lys Ser Arg Ala Ala Gly Gly Gly 

15 10 15 

Ala Ser Trp Glu Leu Cys Ala Gly Ala Leu Ser Ala Arg Leu Thr Glu 

20 25 30 

Glu Gly Ser Gly Asp Ala Gly Gly Arg Arg Arg Pro Pro Val Asp Pro 

35 40 45 

Arg Arg Leu Ala Arg Gin Leu Leu Leu Leu Leu Trp Leu Leu Glu Ala 

50 55 60 

Pro Leu Leu Leu Gly Val Arg Ala Gin Ala Ala Gly Gin Gly Pro Gly 
65 70 75 80 

Gin Gly Pro Gly Pro Gly Gin Gin Pro Pro Pro Pro Pro Gin Gin Gin 

85 90 95 

Gin Ser Gly Gin Gin Tyr Asn Gly Glu Arg Gly He Ser Val Pro Asp 

100 105 110 

His Gly Tyr Cys Gin Pro lie Ser He Pro Leu Cys Thr Asp He Ala 

115 120 125 

Tyr Asn Gin Thr He Met Pro Asn Leu Leu Gly His Thr Asn Gin Glu 
130 135 140 



}\',MM¥- 11- 3 0 8 9 618 




1 0 — 3 2 6 2 



Asp Ala Gly Leu Glu Val His Gin Phe Tyr Pro Leu Val Lys Val Gin 
145 150 155 160 

Cys Ser Ala Glu Leu Lys Phe Phe Leu Cys Ser Met Tyr Ala Pro Val 

165 170 175 

Cys Thr Val Leu Glu Gin Ala Leu Pro Pro Cys Arg Ser Leu Cys Glu 

180 185 190 

Arg Ala Arg Gin Gly Cys Glu Ala Leu Met Asn Lys Phe Gly Phe Gin 

195 200 205 

Trp Pro Asp Thr Leu Lys Cys Glu Lys Phe Pro Val His Gly Ala Gly 

210 215 220 

Glu Leu Cys Val Gly Gin Asn Thr Ser Asp Lys Gly Thr Pro Thr Pro 
225 230 235 240 

Ser Leu Leu Pro Glu Phe Trp Thr Ser Asn Pro Gin His Gly Gly Gly 

245 250 255 

Gly His Arg Gly Gly Phe Pro Gly Gly Ala Gly Ala Ser Glu Arg Gly 

260 265 270 

Lys Phe Ser Cys Pro Arg Ala Leu Lys Val Pro Ser Tyr Leu Asn Tyr 

275 280 285 

His Phe Leu Gly Glu Lys Asp Cys Gly Ala Pro Cys Glu Pro Thr Lys 

290 295 300 

Val Tyr Gly Leu Met Tyr Phe Gly Pro Glu Glu Leu Arg Phe Ser Arg 
305 310 315 320 

Thr Trp He Gly He Trp Ser Val Leu Cys Cys Ala Ser Thr Leu Phe 

325 330 335 

Thr Val Leu Thr Tyr Leu Val Asp Met Arg Arg Phe Ser Tyr Pro Glu 

340 345 350 

Arg Pro He He Phe Leu Ser Gly Cys Tyr Thr Ala Val Ala Val Ala 

355 360 365 

Tyr He Ala Gly Phe Leu Leu Glu Asp Arg Val Val Cys Asn Asp Lys 
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370 375 380 

Phe Ala Glu Asp Gly Ala Arg Thr Val Ala Gin Gly Thr Lys Lys Glu 
385 390 395 400 

Gly Cys Thr He Leu Phe Met Met Leu Tyr Phe Phe Ser Met Ala Ser 

405 410 415 

Ser He Trp Trp Val lie Leu Ser Leu Thr Trp Phe Leu Ala Ala Gly 

420 425 430 

Met Lys Trp Gly His Glu Ala lie Glu Ala Asn Ser Gin Tyr Phe His 

435 440 445 

Leu Ala Ala Trp Ala Val Pro Ala He Lys Thr He Thr He Leu Ala 

450 455 460 

Leu Gly Gin Val Asp Gly Asp Val Leu Ser Gly Val Cys Phe Val Gly 
465 470 475 480 

Leu Asn Asn Val Asp Ala Leu Arg Gly Phe Val Leu Ala Pro Leu Phe 

485 490 495 

Val Tyr Leu Phe He Gly Thr Ser Phe Leu Leu Ala Gly Phe Val Ser 

500 505 510 

Leu Phe Arg He Arg Thr He Met Lys His Asp Gly Thr Lys Thr Glu 

515 520 525 

Lys Leu Glu Lys Leu Met Val Arg He Gly Val Phe Ser Val Leu Tyr 

530 535 540 

Thr Val Pro Ala Thr He Val He Ala Cys Tyr Phe Tyr Glu Gin Ala 
545 550 555 560 

Phe Arg Asp Gin Trp Glu Arg Ser Trp Val Ala Gin Ser Cys Lys Ser 

565 570 575 

Tyr Ala He Pro Cys Pro His Leu Gin Ala Gly Gly Gly Ala Pro Pro 

580 585 590 

His Pro Pro Met Ser Pro Asp Phe Thr Val Phe Met lie Lys Tyr Leu 
595 600 605 
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Met Thr Leu He Val Gly He Thr Ser Gly Phe Trp He Trp Ser Gly 

610 615 620 

Lys Thr Leu Asn Ser Trp Arg Lys Phe Tyr Thr Arg Leu Thr Asn Ser 
625 630 635 640 

Lys Gin Gly Glu Thr Thr Val 
645 

[0064] 
<210> 2 
<211> 350 
<212> PRT 

<213> Homo sapience 
<400> 2 

Met His Pro Ala Ala Phe Pro Leu Pro Val Val Val Ala Ala Val Leu 

1 5 10 15 

Trp Gly Ala Ala Pro Thr Arg Gly Leu He Arg Ala Thr Ser Asp His 

20 25 30 

Asn Ala Ser Met Asp Phe Ala Asp Leu Pro Ala Leu Phe Gly Ala Thr 

35 40 45 

Leu Ser Gin Glu Gly Leu Gin Gly Phe Leu Val Glu Ala His Pro Asp 

50 55 60 

Asn Ala Cys Ser Pro He Ala Pro Pro Pro Pro Ala Pro Val Asn Gly 
65 70 75 80 

Ser Val Phe He Ala Leu Leu Arg Arg Phe Asp Cys Asn Phe Asp Leu 

85 90 95 

Lys Val Leu Asn Ala Gin Lys Ala Gly Tyr Gly Ala Ala Val Val His 

100 105 110 

Asn Val Asn Ser Asn Glu Leu Leu Asn Met Val Trp Asn Ser Glu Glu 

115 120 125 

He Gin Gin Gin He Trp He Pro Ser Val Phe He Gly Glu Arg Ser 
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130 135 140 

Ser Glu Tyr Leu Arg Ala Leu Phe Val Tyr Glu Lys Gly Ala Arg Val 
145 150 155 160 

Leu Leu Val Pro Asp Asn Thr Phe Pro Leu Gly Tyr Tyr Leu He Pro 

165 170 175 

Phe Thr Gly He Val Gly Leu Leu Val Leu Ala Met Gly Ala Val Met 

180 185 190 

He Ala Arg Cys He Gin His Arg Lys Arg Leu Gin Arg Asn Arg Leu 

195 200 205 

Thr Lys Glu Gin Leu Lys Gin He Pro Thr His Asp Tyr Gin Lys Gly 

210 215 220 

Asp Gin Tyr Asp Val Cys Ala He Cys Leu Asp Glu Tyr Glu Asp Gly 
225 230 235 240 

Asp Lys Leu Arg Val Leu Pro Cys Ala His Ala Tyr His Ser Arg Cys 

245 250 255 

Val Asp Pro Trp Leu Thr Gin Thr Arg Lys Thr Cys Pro He Cys Lys 

260 265 270 

Gin Pro Val His Arg Gly Pro Gly Asp Glu Asp Gin Glu Glu Glu Thr 

275 280 285 

Gin Gly Gin Glu Glu Gly Asp Glu Gly Glu Pro Arg Asp His Pro Ala 

290 295 300 

Ser Glu Arg Thr Pro Leu Leu Gly Ser Ser Pro Thr Leu Pro Thr Ser 
305 310 315 320 

Phe Gly Ser Leu Ala Pro Ala Pro Leu Val Phe Pro Gly Pro Ser Thr 

325 330 335 

Asp Pro Pro Leu Ser Pro Pro Ser Ser Pro Val He Leu Val 
340 345 350 

[0 0 6 5] 

<210> 3 



MWliHW- .1 1 - .°, 0 8 9 6 1 
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<211> 206 
<212> PRT 

<213> Homo sapience 
<400> 3 

Met Gly Leu Gly Gin Pro Gin Ala Trp Leu Leu Gly Leu Pro Thr Ala 

15 10 15 

Val Val Tyr Gly Ser Leu Ala Leu Phe Thr Thr He Leu His Asn Val 

20 25 30 

Phe Leu Leu Tyr Tyr Val Asp Thr Phe Val Ser Val Tyr Lys He Asn 

35 40 45 

Lys Met Ala Phe Trp Val Gly Glu Thr Val Phe Leu Leu Trp Asn Ser 

50 55 60 

Leu Asn Asp Pro Leu Phe Gly Trp Leu Ser Asp Arg Gin Phe Leu Ser 
65 70 75 80 

Ser Gin Pro Arg Gly Arg Asp Leu Pro Trp Leu Gly Leu Val Gly Pro 

85 90 95 

Ser Gly Leu Trp Thr Ala Asn Thr Leu Cys Cys Phe Trp Lys He Pro 

100 105 110 

Leu Pro His Pro Cys Leu Ser Pro Ser Ser Pro Pro Thr Leu Arg Ser 

115 120 125 

Gly His Pro He Pro Phe Gly His Gin Pro Asn Arg Leu He Arg Gly 

130 135 140 

Trp Lys Leu Gly Gin Arg Arg Arg Val Tyr Pro Leu Val Arg Arg Arg 
145 150 155 160 

Ala Leu Leu Lys Gly Cys Gly Ala Gly Pro Gly Ala Gly Pro Gly Leu 

165 170 175 

Ala Trp Ala Ala Ala Gly Ala Val Val Pro Gly Val Leu Gly Ala Leu 

180 185 190 

Gly Pro Ser Trp Pro Ala Val Leu Ala Val Pro Val Pro Leu 
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195 200 205 

[0 0 6 6] 
<210> 4 
<211> 213 
<212> PRT 

<213> Hobo sapience 
<400> 4 

Met His Tyr Tyr Arg Tyr Ser Asn Ala Lys Val Ser Cys Trp Tyr Lys 

15 10 15 

Tyr Leu Leu Phe Ser Tyr Asn He He Phe Trp Leu Ala Gly Val Val 

20 25 30 

Phe Leu Gly Val Gly Leu Trp Ala Trp Ser Glu Lys Gly Val Leu Ser 

35 40 45 

Asp Leu Thr Lys Val Thr Arg Met His Gly He Asp Pro Val Val Leu 

50 55 60 

Val Leu Met Val Gly Val Val Met Phe Thr Leu Gly Phe Ala Gly Cys 
65 70 75 80 

Val Gly Ala Leu Arg Glu Asn He Cys Leu Leu Asn Phe Asn Gin Cys 

85 90 95 

Cys Gly Ala Tyr Gly Pro Glu Asp Trp Asp Leu Asn Val Tyr Phe Asn 

100 105 110 

Cys Ser Gly Ala Ser Tyr Ser Arg Glu Lys Cys Gly Val Pro Phe Ser 

115 120 125 

Cys Cys Val Pro Asp Pro Ala Gin Lys Val Val Asn Thr Gin Cys Gly 

130 135 140 

Tyr Asp Val Arg He Gin Leu Lys Ser Lys Trp Asp Glu Ser He Phe 
145 150 155 160 

Thr Lys Gly Cys He Gin Ala Leu Glu Ser Trp Leu Pro Arg Asn lie 
165 170 175 
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Tyr He Val Ala Gly Val Phe He Ala He Ser Leu Leu Gin He Phe 

180 185 190 

Gly He Phe Leu Ala Arg Thr Leu He Ser Asp He Glu Ala Val Lys 

195 200 205 

Ala Gly His His Phe 
210 
[0 0 6 7] 
<210> 5 
<211> 595 
<212> PRT 

<213> Homo sapience 
<400> 5 

Met Arg Ala Ala Arg Ala Ala Pro Leu Leu Gin Leu Leu Leu Leu Leu 

15 10 15 

Gly Pro Trp Leu Glu Ala Ala Gly Val Ala Glu Ser Pro Leu Pro Ala 

20 25 30 

Val Val Leu Ala He Leu Ala Arg Asn Ala Glu His Ser Leu Pro His 

35 40 45 

Tyr Leu Gly Ala Leu Glu Arg Leu Asp Tyr Pro Arg Ala Arg Met Ala 

50 55 60 

Leu Trp Cys Ala Thr Asp His Asn Val Asp Asn Thr Thr Glu Met Leu 
65 70 75 80 

Gin Glu Trp Leu Ala Ala Val Gly Asp Asp Tyr Ala Ala Val Val Trp 

85 90 95 

Arg Pro Glu Gly Glu Pro Arg Phe Tyr Pro Asp Glu Glu Gly Pro Lys 

100 105 110 

His Trp Thr Lys Glu Arg His Gin Phe Leu Met Glu Leu Lys Gin Glu 

115 120 125 

Ala Leu Thr Phe Ala Arg Asn Trp Gly Ala Asp Tyr He Leu Phe Ala 
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130 135 140 

Asp Thr Asp Asn lie Leu Thr Asn Asn Gin Thr Leu Arg Leu Leu Met 
145 150 155 160 

Gly Gin Gly Leu Pro Val Val Ala Pro Met Leu Asp Ser Gin Thr Tyr 

165 170 175 

Tyr Ser Asn Phe Trp Cys Gly He Thr Pro Gin Gly Tyr Tyr Arg Arg 

180 185 190 

Thr Ala Glu Tyr Phe Pro Thr Lys Asn Arg Gin Arg Arg Gly Cys Phe 

195 200 205 

Arg Val Pro Met Val His Ser Thr Phe Leu Ala Ser Leu Arg Ala Glu 

210 215 220 

Gly Ala Asp Gin Leu Ala Phe Tyr Pro Pro His Pro Asn Tyr Thr Trp 
225 230 235 240 

Pro Phe Asp Asp He He Val Phe Ala Tyr Ala Cys Gin Ala Ala Gly 

245 250 255 

Val Ser Val His Val Cys Asn Glu His Arg Tyr Gly Tyr Met Asn Val 

260 265 270 

Pro Val Lys Ser His Gin Gly Leu Glu Asp Glu Arg Val Asn Phe He 

275 280 285 

His Leu lie Leu Glu Ala Leu Val Asp Gly Pro Arg Met Gin Ala Ser 

290 295 300 

Ala His Val Thr Arg Pro Ser Lys Arg Pro Ser Lys He Gly Phe Asp 
305 310 315 320 

Glu Val Phe Val lie Ser Leu Ala Arg Arg Pro Asp Arg Arg Glu Arg 

325 330 335 

Met Leu Ala Ser Leu Trp Glu Met Glu He Ser Gly Arg Val Val Asp 

340 345 350 

Ala Val Asp Gly Trp Met Leu Asn Ser Ser Ala He Arg Asn Leu Gly 
355 360 365 
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# 



Val Asp Leu Leu Pro Gly Tyr Gin Asp Pro Tyr Ser Gly Arg Thr Leu 

370 375 380 

Thr Lys Gly Glu Val Gly Cys Phe Leu Ser His Tyr Ser lie Trp Glu 
385 390 395 400 

Glu Val Val Ala Arg Gly Leu Ala Arg Val Leu Val Phe Glu Asp Asp 

405 410 415 

Val Arg Phe Glu Ser Asn Phe Arg Gly Arg Leu Glu Arg Leu Met Glu 

420 425 430 

Asp Val Glu Ala Glu Lys Leu Ser Trp Asp Leu lie Tyr Leu Gly Arg 

435 440 445 

Lys Gin Val Asn Pro Glu Lys Glu Thr Ala Val Glu Gly Leu Pro Gly 

450 455 460 

Leu Val Val Ala Gly Tyr Ser Tyr Trp Thr Leu Ala Tyr Ala Leu Arg 
465 470 475 480 

Leu Ala Gly Ala Arg Lys Leu Leu Ala Ser Gin Pro Leu Arg Arg Met 

485 490 495 

Leu Pro Val Asp Glu Phe Leu Pro He Met Phe Asp Gin His Pro Asn 

500 505 510 

Glu Gin Tyr Lys Ala His Phe Trp Pro Arg Asp Leu Val Ala Phe Ser 

515 520 525 

Ala Gin Pro Leu Leu Ala Ala Pro Thr His Tyr Ala Gly Asp Ala Glu 

530 535 540 

Trp Leu Ser Asp Thr Glu Thr Ser Ser Pro Trp Asp Asp Asp Ser Gly 
545 550 555 560 

Arg Leu He Ser Trp Ser Gly Ser Gin Lys Thr Leu Arg Ser Pro Arg 

565 570 575 

Leu Asp Leu Thr Gly Ser Ser Gly His Ser Leu Gin Pro Gin Pro Arg 
580 585 590 

Asp Glu Leu 
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595 

[0 0 6 8] 
<210> 6 
<211> 264 
<212> PRT 

<213> Homo sapience 
<400> 6 

Met Val Ala Ser Ala Lys Met Gly Arg Ala Gly Thr Met Ala Val Ala 

15 10 15 

Ala Glu Leu Arg Glu Leu Cys Pro Gly Val Asn Asn Gin Pro Tyr Leu 

20 25 30 

Cys Glu Ser Gly His Cys Cys Gly Glu Thr Gly Cys Cys Thr Tyr Tyr 

35 40 45 

Tyr Glu Leu Trp Trp Phe Trp Leu Leu Trp Thr Val Leu He Leu Phe 

50 55 60 

Ser Cys Cys Cys Ala Phe Arg His Arg Arg Ala Lys Leu Arg Leu Gin 
65 70 75 80 

Gin Gin Gin Arg Gin Arg Glu He Asn Leu Leu Ala Tyr His Gly Ala 

85 90 95 

Cys His Gly Ala Gly Pro Phe Pro Thr Gly Ser Leu Leu Asp Leu Arg 

100 105 110 

Phe Leu Ser Thr Phe Lys Pro Pro Ala Tyr Glu Asp Val Val His Arg 

115 120 125 

Pro Gly Thr Pro Pro Pro Pro Tyr Thr Val Ala Pro Gly Arg Pro Leu 

130 135 140 

Thr Ala Ser Ser Glu Gin Thr Cys Cys Ser Ser Ser Ser Ser Cys Pro 
145 150 155 160 

Ala His Phe Glu Gly Thr Asn Val Glu Gly Val Ser Ser His Gin Ser 
165 170 175 



ftMMW ] 1 - 3 0 8 9 ( 
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Ala Pro Pro His Gin Glu G 1 y Glu Pro Gly Ala Gly Val Thr Pro Ala 

180 185 190 

Ser Thr Pro Pro Ser Cys Arg Tyr Arg Arg Leu Thr Gly Asp Ser Gly 

195 200 205 

He Glu Leu Cys Pro Cys Pro Ala Ser Gly Glu Gly Glu Pro Val Lys 

210 215 220 

Glu Val Arg Val Ser Ala Thr Leu Pro Asp Leu Glu Asp Tyr Ser Pro 
225 230 235 240 

Cys Ala Leu Pro Pro Glu Ser Val Pro Gin He Phe Pro Met Gly Leu 

245 250 255 

Ser Ser Ser Glu Gly Asp He Pro 
260 

[0 0 6 9] 
<210> 7 
<211> 343 
<212> PRT 

<213> Homo sapience 
<400> 7 

Met Gin Pro Pro Pro Pro Gly Pro Leu Gly Asp Cys Leu Arg Asp Trp 

15 10 15 

Glu Asp Leu Gin Gin Asp Phe Gin Asn He Gin Glu Thr His Arg Leu 

20 25 30 

Tyr Arg Leu Lys Leu Glu Glu Leu Thr Lys Leu Gin Asn Asn Cys Thr 

35 40 45 

Ser Ser He Thr Arg Gin Lys Lys Arg Leu Gin Glu Leu Ala Leu Ala 

50 55 60 

Leu Lys Lys Cys Lys Pro Ser Leu Pro Ala Glu Ala Glu Gly Ala Ala 
65 70 75 80 

Gin Glu Leu Glu Asn Gin Met Lys Glu Arg Gin Gly Leu Phe Phe Asp 
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85 90 95 

Met Glu Ala Tyr Leu Pro Lys Lys Asn Gly Leu Tyr Leu Ser Leu Val 

100 105 110 

Leu Gly Asn Val Asn Val Thr Leu Leu Ser Lys Gin Ala Lys Phe Ala 

115 120 125 

Tyr Lys Asp Glu Tyr Glu Lys Phe Lys Leu Tyr Leu Thr He He Leu 

130 135 140 

He Leu He Ser Phe Thr Cys Arg Phe Leu Leu Asn Ser Arg Val Thr 
145 150 155 160 

Asp Ala Ala Phe Asn Phe Leu Leu Val Trp Tyr Tyr Cys Thr Leu Thr 

165 170 175 

He Arg Glu Ser He Leu He Asn Asn Gly Ser Arg He Lys Gly Trp 

180 185 190 

Trp Val Phe His His Tyr Val Ser Thr Phe Leu Ser Gly Val Met Leu 

195 200 205 

Thr Trp Pro Asp Gly Leu Met Tyr Gin Lys Phe Arg Asn Gin Phe Leu 

210 215 220 

Ser Phe Ser Met Tyr Gin Ser Phe Val Gin Phe Leu Gin Tyr Tyr Tyr 
225 230 235 240 

Gin Ser Gly Cys Leu Tyr Arg Leu Arg Ala Leu Gly Glu Arg His Thr 

245 250 255 

Met Asp Leu Thr Val Glu Gly Phe Gin Ser Trp Met Trp Arg Gly Leu 

260 265 270 

Thr Phe Leu Leu Pro Phe Leu Phe Phe Gly His Phe Trp Gin Leu Phe 

275 280 285 

Asn Ala Leu Thr Leu Phe Asn Leu Ala Gin Asp Pro Gin Cys Lys Glu 

290 295 300 

Trp Gin Val Leu Met Cys Gly Phe Pro Phe Leu Leu Leu Phe Leu Gly 
305 310 315 320 
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Asn Phe Phe Thr Thr Leu Arg Val Val His His Lys Phe His Ser Gin 

325 330 335 

Arg His Gly Ser Lys Lys Asp 

340 

[0 0 7 0] 
<210> 8 
<211> 244 
<212> PRT 

<213> Homo sapience 
<400> 8 

Met Asp lie Leu Val Pro Leu Leu Gin Leu Leu Val Leu Leu Leu Thr 

15 10 15 

Leu Pro Leu His Leu Met Ala Leu Leu Gly Cys Trp Gin Pro Leu Cys 

20 25 30 

Lys Ser Tyr Phe Pro Tyr Leu Met Ala Val Leu Thr Pro Lys Ser Asn 

35 40 45 

Arg Lys Met GIu Ser Lys Lys Arg Glu Leu Phe Ser Gin He Lys Gly 

50 55 60 

Leu Thr Gly Ala Ser Gly Lys Val Ala Leu Leu Glu Leu Gly Cys Gly 
65 70 75 80 

Thr Gly Ala Asn Phe Gin Phe Tyr Pro Pro Gly Cys Arg Val Thr Cys 

85 90 95 

Leu Asp Pro Asn Pro His Phe Glu Lys Phe Leu Thr Lys Ser Met Ala 

100 105 110 

Glu Asn Arg His Leu Gin Tyr Glu Arg Phe Val Val Ala Pro Gly Glu 

115 120 125 

Asp Met Arg Gin Leu Ala Asp Gly Ser Met Asp Val Val Val Cys Thr 

130 135 140 

Leu Val Leu Cys Ser Val Gin Ser Pro Arg Lys Val Leu Gin Glu Val 
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145 150 155 160 

Arg Arg Val Leu Arg Pro Gly Gly Val Leu Phe Phe Trp Glu His Val 

165 170 175 

Ala Glu Pro Tyr Gly Ser Trp Ala Phe Met Trp Gin Gin Val Phe Glu 

180 185 190 

Pro Thr Trp Lys His He Gly Asp Gly Cys Cys Leu Thr Arg Glu Thr 

195 200 205 

Trp Lys Asp Leu Glu Asn Ala Gin Phe Ser Glu He Gin Met Glu Arg 

210 215 220 

Gin Pro Pro Pro Leu Lys Trp Leu Pro Val Gly Pro His He Met Gly 
225 230 235 240 

Lys Ala Val Lys 



[0 0 7 1 ] 

<210> 9 
<211> 303 
<212> PRT 

<213> Homo sapience 
<400> 9 

Met Lys Leu Lys Leu Lys Asn Val Phe Leu Ala Tyr Phe Leu Val Ser 

15 10 15 

He Ala Gly Leu Leu Tyr Ala Leu Val Gin Leu Gly Gin Pro Cys Asp 

20 25 30 

Cys Leu Pro Pro Leu Arg Ala Ala Ala Glu Gin Leu Arg Gin Lys Asp 

35 40 45 

Leu Arg He Ser Gin Leu Gin Ala Glu Leu Arg Arg Pro Pro Pro Ala 

50 55 60 

Pro Ala Gin Pro Pro Glu Pro Glu Ala Leu Pro Thr He Tyr Val Val 
65 70 75 80 



3 8 



NM ffi-Y- 1 1 ~ 3 O 8 <) 6 1 



1 0- 3 2 6 2 5 



Thr Pro Thr Tyr Ala Arg Pro Leu Trp Val Gin Tyr Pro Gin Asp Val 

85 90 95 

Thr Thr Phe Asn He Asp Asp Gin Tyr Leu Leu Gly Asp Ala Leu Leu 

100 105 110 

Val His Pro Val Ser Asp Ser Gly Ala His Gly Val Gin Val Tyr Leu 

115 120 125 

Pro Gly Gin Gly Glu Val Trp Tyr Asp He Gin Ser Tyr Gin Lys His 

130 135 140 

His Gly Pro Gin Thr Leu Tyr Leu Pro Val Thr Leu Ser Ser He Pro 
145 150 155 160 

Val Phe Gin Arg Gly Gly Thr lie Val Pro Arg Trp Met Arg Val Arg 

165 170 175 

Arg Ser Ser Glu Cys Met Lys Asp Asp Pro He Thr Leu Phe Val Ala 

180 185 190 

Leu Ser Pro Gin Gly Thr Ala Gin Gly Glu Leu Phe Leu Asp Asp Gly 

195 200 205 

His Thr Phe Asn Tyr Gin Thr Arg Gin Glu Phe Leu Leu Arg Arg Phe 

210 215 220 

Ser Phe Ser Gly Asn Thr Leu Val Ser Ser Ser Ala Asp Pro Glu Gly 
225 230 235 240 

His Phe Glu Thr Pro He Trp He Glu Arg Val Val He lie Gly Ala 

245 250 255 

Gly Lys Pro Ala Ala Val Val Leu Gin Thr Lys Gly Ser Pro Glu Ser 

260 265 270 

Arg Leu Ser Phe Gin His Asp Pro Glu Thr Ser Val Leu Val Leu Arg 

275 280 285 

Lys Pro Gly He Asn Val Ala Ser Asp Trp Ser He His Leu Arg 
290 295 300 

[0 0 7 2] 
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<210> 10 
<211> 160 
<212> PRT 

<213> Homo sapience 
<400> 10 

Met Asp Lys Leu Lys Lys Val Leu Ser Gly Gin Asp Thr Glu Asp Arg 

15 10 15 

Ser Gly Leu Ser Glu Val Val Glu Ala Ser Ser Leu Ser Trp Ser Thr 

20 25 30 

Arg He Lys Gly Phe He Ala Cys Phe Ala He Gly He Leu Cys Ser 

35 40 45 

Leu Leu Gly Thr Val Leu Leu Trp Val Pro Arg Lys Gly Leu His Leu 

50 55 60 

Phe Ala Val Phe Tyr Thr Phe Gly Asn He Ala Ser He Gly Ser Thr 
65 70 75 80 

He Phe Leu Met Gly Pro Val Lys Gin Leu Lys Arg Met Phe Glu Pro 

85 90 95 

Thr Arg Leu He Ala Thr He Met Val Leu Leu Cys Phe Ala Leu Thr 

100 105 110 

Leu Cys Ser Ala Phe Trp Trp His Asn Lys Gly Leu Ala Leu He Phe 

115 120 125 

Cys He Leu Gin Ser Leu Ala Leu Thr Trp Tyr Ser Leu Ser Phe He 

130 135 140 

Pro Phe Ala Arg Asp Ala Val Lys Lys Cys Phe Ala Val Cys Leu Ala 
145 150 155 160 

[0 0 7 3] 
<210> 11 
<211> 1941 
<212> DNA 
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<213> Homo sapience 
<400> 11 

atggctgagg aggaggcgcc taagaagtcc cgggccgccg gcggtggcgc gagctgggaa 60 

ctttgtgccg gggcgctctc ggcccggctg acggaggagg gcagcgggga cgccggtggc 120 

cgccgccgcc cgccagttga cccccggcga ttggcgcgcc agctgctgct gctgctttgg 180 

ctgctggagg ctccgctgct gctgggggtc cgggcccagg cggcgggcca ggggccaggc 240 

caggggcccg ggccggggca gcaaccgccg ccgccgcctc agcagcaaca gagcgggcag 300 

cagtacaacg gcgagcgggg catctccgtc ccggaccacg gctattgcca gcccatctcc 360 

atcccgctgt gcacggacat cgcgtacaac cagaccatca tgcccaacct gctgggccac 420 

acgaaccagg aggacgcggg cctggaggtg caccagttct accctctagt gaaagtgcag 480 

tgttccgctg agctcaagtt cttcctgtgc tccatgtacg cgcccgtgtg caccgtgcta 540 

gagcaggcgc tgccgccctg ccgctccctg tgcgagcgcg cgcgccaggg ctgcgaggcg 600 

ctcatgaaca agttcggctt ccagtggcca gacacgctca agtgtgagaa gttcccggtg 660 

cacggcgccg gcgagctgtg cgtgggccag aacacgtccg acaagggcac cccgacgccc 720 

tcgctgcttc cagagttctg gaccagcaac cctcagcacg gcggcggagg gcaccgtggc 780 

ggcttcccgg ggggcgccgg cgcgtcggag cgaggcaagt tctcctgccc gcgcgccctc 840 

aaggtgccct cctacctcaa ctaccacttc ctgggggaga aggactgcgg cgcaccttgt 900 

gagccgacca aggtgtatgg gctcatgtac ttcgggcccg aggagctgcg cttctcgcgc 960 

acctggattg gcatttggtc agtgctgtgc tgcgcctcca cgctcttcac ggtgcttacg 1020 

tacctggtgg acatgcggcg cttcagctac ccggagcggc ccatcatctt cttgtccggc 1080 

tgttacacgg ccgtggccgt ggcctacatc gccggcttcc tcctggaaga ccgagtggtg 1140 

tgtaatgaca agttcgccga ggacggggca cgcactgtgg cgcagggcac caagaaggag 1200 

ggctgcacca tcctcttcat gatgctctac ttcttcagca tggccagctc catctggtgg 1260 

gtgatcctgt cgctcacctg gttcctggcg gctggcatga agtggggcca cgaggccatc 1320 

gaagccaact cacagtattt tcacctggcc gcctgggctg tgccggccat caagaccatc 1380 

accatcctgg cgctgggcca ggtggacggc gatgtgctga gcggagtgtg cttcgtgggg 1440 

cttaacaacg tggacgcgct gcgtggcttc gtgctggcgc ccctcttcgt gtacctgttt 1500 

atcggcacgt cctttctgct ggccggcttt gtgtcgctct tccgcatccg caccatcatg 1560 

aagcacgatg gcaccaagac cgagaagctg gagaagctca tggtgcgcat tggcgtcttc 1620 
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agcgtgctgt acactgtgcc agccaccatc gtcatcgcct gctacttcta cgagcaggcc 1680 
ttccgggacc agtgggaacg cagctgggtg gcccagagct gcaagagcta cgctatcccc 1740 
tgccctcacc tccaggcggg cggaggcgcc ccgccgcacc cgcccatgag cccggacttc 1800 
acggtcttca tgattaagta ccttatgacg ctgatcgtgg gcatcacgtc gggcttctgg 1860 
atctggtccg gcaagaccct caactcctgg aggaagttct acacgaggct caccaacagc 1920 
aaacaagggg agactacagt c ig41 

[0 0 7 4] 
<210> 12 
<211> 1050 
<212> DNA 

<213> Homo sapience 



ccgacccggg ggctcattcg agcgacctcg gaccacaatg ccagcatgga ctttgcagac 120 

cttccagctc tgtttggggc taccttgagc caggagggcc tccaggggtt ccttgtggag 180 

gctcacccag acaatgcctg cagccccatt gccccaccac ccccagcccc ggtcaatggg 240 

tcagtcttta ttgcgctgct tcgaagattc gactgcaact ttgacctcaa ggtcctaaat 300 

gcccagaagg ctggatatgg tgccgctgta gtacacaatg tgaattccaa tgaacttctg 360 

aacatggtgt ggaatagtga ggaaatccag cagcagatct ggatcccgtc tgtatttatt 420 

ggggagagaa gctccgagta cctgcgtgcc ctctttgtct acgagaaggg ggctcgggtg 480 

cttctggttc cagacaatac cttccccttg ggctattacc tcatcccttt cacagggatt 540 

gtgggactgc tggttttggc catgggagca gtaatgatag ctcgttgtat ccagcaccgg 600 

aaacggctcc agcggaatcg acttaccaaa gagcaactga aacagattcc tacacatgac 660 

tatcagaagg gagaccagta tgatgtctgt gccatttgcc tggatgaata tgaggatggg 720 

gacaagctgc gggtactccc ctgtgctcat gcctaccaca gccgctgcgt ggacccctgg 780 

ctcactcaga cccggaagac ctgccccatt tgcaagcagc ctgttcatcg gggtcctggg 840 

gacgaagacc aagaggaaga aactcaaggg caagaggagg gtgatgaagg ggagccaagg 900 

gaccaccctg cctcagaaag gaccccactt ttgggttcta gccccactct tcccacctcc 960 

tttggttcct tagccccagc tccccttgtt tttcctgggc cttcaacaga tcccccactg 1020 



<400> 12 



atgcaccctg cagccttccc gcttcctgtg gttgtggccg ctgtgctgtg gggagcggcc 



60 



— 3 O 8 9 f 
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tcccctccct cttcccctgt tatcctggtc 
[ 0 0 7 5] 

<210> 13 
<211> 618 



1050 



<212> DNA 

<213> Homo sapience 

<400> 13 

atggggctgg gtcagcccca ggcctggttg ctgggtctgc ccacagctgt ggtctatggc 60 
tccctggctc tcttcaccac catcctgcac aatgtcttcc tgctctacta tgtggacacc 120 
tttgtctcag tgtacaagat caacaaaatg gccttctggg tcggagagac agtgtttctc 180 
ctctggaaca gcctcaatga ccccctcttc ggttggctca gtgaccggca gttcctcagc 240 
tcccagcccc ggggaagaga tctaccctgg cttggcttgg ttggcccctc tggactgtgg 300 
actgcaaaca ccctctgctg cttctggaag attcctttgc cccatccctg cttgagcccg 360 
tcatcacccc caaccttgag aagtgggcat cccataccct ttggccatca gcccaacagg 420 
ctaataaggg ggtggaaatt ggggcagagg aggagagtgt acccactggt caggcgccgg 480 
gctctcctca agggctgtgg tgctggcccg ggtgcaggcc ctgggctggc atgggccgct 540 
gctggcgctg tcgttcctgg cgttctgggt gccctgggcc ccagctggcc tgcagttctt 600 
gctgtgcctg tgcctcta 61 g 

[0 0 7 6] 
<210> 14 
<211> 639 
<212> DNA 

<213> Homo sapience 

<400> 14 

atgcactatt atagatactc taacgccaag gtcagctgct ggtacaagta cctccttttc 60 
agctacaaca tcatcttctg gttggctgga gttgtcttcc ttggagtcgg gctgtgggca 120 
tggagcgaaa agggtgtgct gtccgacctc accaaagtga cccggatgca tggaatcgac 180 
cctgtggtgc tggtcctgat ggtgggcgtg gtgatgttca ccctggggtt cgccggctgc 240 
gtgggggctc tgcgggagaa tatctgcttg ctcaacttta accagtgctg tggcgcatat 300 
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ggccctgaag actgggacct caacgtctac ttcaattgca gcggtgccag ctacagccga 360 

gagaagtgcg gggtcccctt ctcctgctgc gtgccagatc ctgcgcaaaa agttgtgaac 420 

acacagtgtg gatatgatgt caggattcag ctgaagagca agtgggatga gtccatcttc 480 

acgaaaggct gcatccaggc gctggaaagc tggctcccgc ggaacattta cattgtggct 540 

ggcgtcttca tcgccatctc gctgttgcag atatttggca tcttcctggc aaggacgctg 600 

atctcagaca tcgaggcagt gaaggccggc catcacttc 639 

[0 0 7 7] 
<210> 15 
<211> 1785 
<212> DNA 

<213> Homo sapience 

<400> 15 

atgcgcgctg cccgcgccgc gccgctgctc cagctgctgc tcctgctggg gccgtggctg 60 

g^ggctgcgg gcgttgcgga gtcgccgctg cccgccgtgg tccttgccat cctggcccgc 120 

aatgccgaac actcgctgcc ccactacctg ggcgctctgg agcggctgga ctacccccgg 180 

gccaggatgg ccctctggtg tgccacggac cacaatgtgg acaacaccac agagatgctg 240 

caggagtggc tggcggctgt gggcgatgac tatgctgctg tggtctggag gcctgagggc 300 

gagcccaggt tctacccaga tgaagagggt cccaagcact ggaccaaaga aaggcaccag 360 

tttctgatgg agctgaagca ggaagccctc acctttgcca ggaactgggg ggccgactat 420 

atcctgtttg cagacacaga caacattctg accaacaatc agactctgcg gcttctcatg 480 

gggcaggggc ttccagtggt ggccccaatg ctggactccc agacctacta ctccaacttc 540 

tggtgtggga tcacccccca gggctactac cgccgcacag ccgagtactt ccccaccaag 600 

aaccgccagc gccggggctg cttccgtgtc cccatggtcc actccacctt ccttgcatcc 660 

ctgcgggctg aaggggcaga ccagcttgct ttctacccgc cacatcccaa ctacacttgg 720 

cctttcgacg acatcatcgt cttcgcctat gcctgccagg ctgctggggt ctccgtccac 780 

gtgtgcaatg agcaccgtta tgggtacatg aatgtgccgg tgaaatccca ccaggggctg 840 

gaagacgaga gggtcaactt catccacctg atcttagaag cactagtgga cggcccccgc 900 

atgcaggcct cagctcatgt gactcggccc tctaagaggc ccagcaagat agggtttgac 960 

gaggtctttg tcatcagcct ggctcgcagg cctgaccgtc gggaacgcat gctcgcctcg 1020 



- 3 0 8 9 6] 3 
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ctctgggaga tggagatctc tgggagggtg gtggacgctg tggatggctg gatgctcaac 
agcagtgcca tcaggaacct cggcgtagac ctgctcccgg gctaccagga cccttactcg 
ggccgcactc tgaccaaggg cgaggtgggc tgcttcctca gccattactc catctgggaa 
gaggtggttg ccaggggcct ggcccgggtc ctggtgtttg aggatgacgt gcgctttgag 
agcaacttca gggggcggct ggagcggctg atggaggatg tggaggcaga gaaactgtct 
tgggacctga tctacctcgg acggaagcag gtgaaccctg agaaggagac ggccgtggag 
gggctgccgg gcctggtggt ggctgggtac tcctactgga cgctggccta tgccctgcgt 
ctggcgggtg cccgcaagct gctggcctca cagcctctgc gccgcatgct gcccgtggac 
gagttcctgc ccatcatgtt cgaccagcac cccaacgagc agtacaaggc acacttctgg 
ccacgggacc tggtggcctt ctccgcccag cccctgctcg ctgcccctac ccactatgcc 
ggggacgccg agtggctcag tgacacggag acatcctctc catgggatga tgacagcggc 
cgcctcatca gctggagcgg ctcccaaaag accctgcgca gcccccgcct ggacctgact 
ggcagcagcg ggcacagcct ccaaccccag ccccgagatg agctc 

[0 0 7 8] 
<210> 16 
<211> 792 



<212> DNA 
<213> Homo 
<400> 16 



sapience 



atggtggcct cagcgaagat gggccgggca gggaccatgg cggtggcagc agagcttcga 
gagctgtgcc caggagtgaa caaccagccc tacctctgtg agagtggtca ctgctgcggg 
gagactggct gctgcaccta ctactatgag ctctggtggt tctggctgct ctggactgtc 
ctcatcctct ttagctgctg ttgcgccttc cgccaccgac gagctaaact caggctgcaa 
caacagcagc ggcagcgtga aatcaacttg ttggcctatc atggggcatg ccatggggct 
ggtcctttcc ctaccggttc actgcttgac cttcgcttcc tcagcacctt caagccccca 
gcctacgagg atgtggttca ccgcccaggc acaccacccc ccccttatac tgtggcccca 
ggccgcccct tgactgcttc cagtgaacaa acctgctgtt cctcctcatc cagctgccct 
gcccactttg aaggaacaaa tgtggaaggt gtttcctccc accagagtgc ccccccccat 
caggagggtg agcccggggc aggggtgacc cctgcctcca cacccccctc ctgccgctat 



1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1785 



60 
120 
180 
240 
300 
360 
420 
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600 
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cgccgtttaa ctggcgactc cggtattgag ctctgccctt gtcctgcctc cggtgagggt 660 

gagccagtca aggaggtgag ggttagtgcc accctgccag atctggagga ctactccccg 720 

tgtgcactac ccccagagtc tgtaccgcag atctttccca tggggctgtc ttccagtgaa 780 

ggggacatcc ca 792 

[0 0 7 9] 
<210> 17 
<211> 1029 
<212> DNA 

<213> Homo sapience 
<400> 17 

atgcagcccc cgcccccggg cccgctgggc gactgcctgc gggactggga ggatctacag 60 

caggacttcc agaacatcca ggagacccat cggctctacc gcctgaagct ggaggagctg 120 

accaaacttc agaacaattg caccagctcc atcacgcggc agaagaagcg gctccaggag 180 

ctggccctcg ccctgaagaa atgcaaaccc tccctcccag cagaggccga gggggccgca 240 

caggagctgg agaaccagat gaaagagcgc caaggcctct tctttgacat ggaggcctat 300 

ttgcctaaga agaatggatt gtacctgagc ctggttctgg ggaacgtcaa cgtcacgctc 360 

ctgagcaagc aggctaagtt tgcctacaag gacgagtatg agaagttcaa gctctacctc 420 

accatcatcc tcatcctcat ctccttcact tgccgcttcc tgctcaactc cagggtgaca 480 

gatgctgcct tcaacttcct gctggtctgg tactactgca ccctgaccat ccgggagagc 540 

atcctcatca acaacggctc ccggatcaaa ggctggtggg tgttccatca ctacgtgtcc 600 

accttcctgt cgggagtcat gctgacgtgg cccgacggtc tcatgtacca gaaattccgg 660 

aaccaattcc tctccttttc catgtaccag agcttcgtgc agtttctcca gtactactac 720 

cagagcggct gcctctaccg cctgcgggcg ctgggcgagc ggcacaccat ggacctcact 780 

gtggagggct tccagtcctg gatgtggcgg ggcctcacct tcctgctgcc ttttcttttc 840 

tttggacact tctggcagct ttttaacgcg ctgacgttgt tcaacctggc ccaggaccct 900 

cagtgcaagg agtggcaggt gcttatgtgc ggctttccct tcctcctcct tttcctcggc 960 

aatttcttca ccaccctgag ggttgtgcac cacaagtttc acagtcagcg gcacgggagc 1020 

aagaaggat 1029 
[0 0 8 0] 
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1 0 - 3 2 6 2 



<210> 18 
<211> 732 
<212> DNA 

<213> Homo sapience 
<400> 18 

atggacatcc tggtcccact cctgcagctg ctggtgctgc ttcttaccct gcccctgcac 60 
ctcatggctc tgctgggctg ctggcagccc ctgtgcaaaa gctacttccc ctacctgatg 120 
gccgtgctga ctcccaagag caaccgcaag atggagagca agaaacggga gctcttcagc 180 
cagataaagg ggcttacagg agcctccggg aaagtggccc tactggagct gggctgcgga 240 
accggagcca actttcagtt ctacccaccg ggctgcaggg tcacctgcct agacccaaat 300 
ccccactttg agaagttcct gacaaagagc atggctgaga acaggcacct ccaatatgag 360 
cggtttgtgg tggctcctgg agaggacatg agacagctgg ctgatggctc catggatgtg 420 
gtggtctgca ctctggtgct gtgctctgtg cagagcccaa ggaaggtcct gcaggaggtc 480 
cggagagtac tgagaccggg aggtgtgctc tttttctggg agcatgtggc agaaccatat 540 
ggaagctggg ccttcatgtg gcagcaagtt ttcgagccca cctggaaaca cattggggat 600 
ggctgctgcc tcaccagaga gacctggaag gatcttgaga acgcccagtt ctccgaaatc 660 
caaatggaac gacagccccc tcccttgaag tggctacctg ttgggcccca catcatggga 720 
aaggctgtca aa 732 

[0 0 8 1 ] 
<210> 19 
<211> 909 
<212> DNA 

<213> Homo sapience 

<400> 19 

atgaagctga agctgaagaa cgtgtttctc gcctacttcc tggtgtcgat cgccggcctc 60 
ctctacgcgc tggtacagct cggccagcca tgtgactgcc ttcctcccct gcgggcagca 120 
gccgagcagc tacggcagaa ggatctgagg atttcccagc tgcaagcgga actccgacgg 180 
ccaccccctg cccctgccca gccccctgaa cccgaggccc tgcctactat ctatgttgtt 240 
acccccacct atgccaggcc cctgtgggtg cagtaccctc aggatgtgac taccttcaat 300 
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atagatgatc agtacttgct tggggatgcg ttgctggttc accctgtatc agactctgga 360 
gcccatggtg tccaggtcta tctgcctggc caaggggagg tgtggtatga cattcaaagc 420 
taccagaagc atcatggtcc ccagaccctg tacctgcctg taactctaag cagtatccct 480 
gtgttccagc gtggagggac aatcgtgcct cgatggatgc gagtgcggcg gtcttcagaa 540 
tgtatgaagg atgaccccat cactctcttt gttgcactta gccctcaggg tacagctcaa 600 
ggagagctct ttctggatga tgggcacacg ttcaactatc agactcgcca agagttcctg 660 
ctgcgtcgat tctcattctc tggcaacacc cttgtctcca gctcagcaga ccctgaagga 720 
cactttgaga caccaatctg gattgagcgg gtggtgataa taggggctgg aaagccagca 780 
gctgtggtac tccagacaaa aggatctcca gaaagccgcc tgtccttcca gcatgaccct 840 
gagacctctg tgttggtcct gcgcaagcct ggcatcaatg tggcatctga ttggagtatt 900 
cacctgcga 909 

[0 0 8 2] 
<210> 20 
<211> 480 
<212> DNA 

<213> Homo sapience 

<400> 20 

atggacaagc tgaagaaggt gctgagcggg caggacacgg aggaccggag cggcctgtcc 60 
gaggttgttg aggcatcttc attaagctgg agtaccagga taaaaggctt cattgcgtgt 120 
tttgctatag gaattctctg ctcactgctg ggtactgttc tgctgtgggt gcccaggaag 180 
ggactacacc tcttcgcagt gttttatacc tttggtaata tcgcatcaat tgggagtacc 240 
atcttcctca tgggaccagt gaaacagctg aagcgaatgt ttgagcctac tcgtttgatt 300 
gcaactatca tggtgctgtt gtgttttgca cttaccctgt gttctgcctt ttggtggcat 360 
aacaagggac ttgcacttat cttctgcatt ttgcagtctt tggcattgac gtggtacagc 420 
ctttccttca taccatttgc aagggatgct gtgaagaagt gttttgccgt gtgtcttgca 480 

[0 0 8 3] 
<210> 21 
<211> 4485 
<212> DNA 
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<213> Homo sapience 

<220> 

<221> CDS 

<222> (189)... (2132) 
<400> 21 

gaatcgcaag tttccgcggc ggcggcggct gcggtacgca gaacaggagc cgggggagcg 60 
ggccgaaagc ggcttgggct cgacggaggg cacccgcgca gaggtctccc tggccgcagg 120 
gggagccgcc gccggccgtg cccctggcag ccccagcgga gcggcgccaa gagaggagcc 180 
gagaaagt atg get gag gag gag gcg cct aag aag tec egg gee gec ggc 230 
Met Ala Glu Glu Glu Ala Pro Lys Lys Ser Arg Ala Ala Gly 
1 5 10 

ggt ggc gcg age tgg gaa ctt tgt gec ggg gcg etc teg gec egg ctg 278 
Gly Gly Ala Ser Trp Glu Leu Cys Ala Gly Ala Leu Ser Ala Arg Leu 
15 20 25 30 

acg gag gag ggc age ggg gac gee ggt ggc cgc cgc cgc ccg cca gtt 326 
Thr Glu Glu Gly Ser Gly Asp Ala Gly Gly Arg Arg Arg Pro Pro Val 

35 40 45 

gac ccc egg cga ttg gcg cgc cag ctg ctg ctg ctg ctt tgg ctg ctg 374 
Asp Pro Arg Arg Leu Ala Arg Gin Leu Leu Leu Leu Leu Trp Leu Leu 

50 55 60 

gag get ccg ctg ctg ctg ggg gtc egg gec cag gcg gcg ggc cag ggg 422 
Glu Ala Pro Leu Leu Leu Gly Val Arg Ala Gin Ala Ala Gly Gin Gly 

65 70 75 

cca ggc cag ggg ccc ggg ccg ggg cag caa ccg ccg ccg ccg cct cag 470 
Pro Gly Gin Gly Pro Gly Pro Gly Gin Gin Pro Pro Pro Pro Pro Gin 

80 85 90 

cag caa cag age ggg cag cag tac aac ggc gag egg ggc ate tec gtc 518 
Gin Gin Gin Ser Gly Gin Gin Tyr Asn Gly Glu Arg Gly He Ser Val 
95 100 105 110 
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ccg gac cac ggc tat tgc cag ccc ate tec ate ccg ctg tgc acg gac 566 
Pro Asp His Gly Tyr Cys Gin Pro He Ser lie Pro Leu Cys Thr Asp 

115 120 125 

ate gcg tac aac cag acc ate atg ccc aac ctg ctg ggc cac acg aac 614 
lie Ala Tyr Asn Gin Thr lie Met Pro Asn Leu Leu Gly His Thr Asn 

130 135 140 

cag gag gac gcg ggc ctg gag gtg cac cag ttc tac cct eta gtg aaa 662 
Gin Glu Asp Ala Gly Leu Glu Val His Gin Phe Tyr Pro Leu Val Lys 

145 150 155 

gtg cag tgt tec get gag etc aag ttc ttc ctg tgc tec atg tac gcg 710 
Val Gin Cys Ser Ala Glu Leu Lys Phe Phe Leu Cys Ser Met Tyr Ala 

160 165 170 

ccc gtg tgc acc gtg eta gag cag gcg ctg ccg ccc tgc cgc tec ctg 758 
Pro Val Cys Thr Val Leu Glu Gin Ala Leu Pro Pro Cys Arg Ser Leu 
175 180 185 190 

tgc gag cgc gcg cgc cag ggc tgc gag gcg etc atg aac aag ttc ggc 806 
Cys Glu Arg Ala Arg Gin Gly Cys Glu Ala Leu Met Asn Lys Phe Gly 

195 200 205 

ttc cag tgg cca gac acg etc aag tgt gag aag ttc ccg gtg cac ggc 854 
Phe Gin Trp Pro Asp Thr Leu Lys Cys Glu Lys Phe Pro Val His Gly 

210 215 220 

gee ggc gag ctg tgc gtg ggc cag aac acg tec gac aag ggc acc ccg 902 
Ala Gly Glu Leu Cys Val Gly Gin Asn Thr Ser Asp Lys Gly Thr Pro 

225 230 235 

acg ccc teg ctg ctt cca gag ttc tgg acc age aac cct cag cac ggc 950 
Thr Pro Ser Leu Leu Pro Glu Phe Trp Thr Ser Asn Pro Gin His Gly 

240 245 250 

ggc gga ggg cac cgt ggc ggc ttc ccg ggg ggc gec ggc gcg teg gag 
Gly Gly Gly His Arg Gly Gly Phe Pro Gly Gly Ala Gly Ala Ser Glu 



998 



'!'.' i ] - o 8 9 p i ?. 
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255 260 265 270 

cga ggc aag ttc tec tgc ccg cgc gec etc aag gtg ccc tec tac etc 1046 

Arg Gly Lys Phe Ser Cys Pro Arg Ala Leu Lys Val Pro Ser Tyr Leu 

275 280 285 

aac tac cac ttc ctg ggg gag aag gac tgc ggc gca cct tgt gag ccg 1094 
Asn Tyr His Phe Leu Gly Glu Lys Asp Cys Gly Ala Pro Cys Glu Pro 

290 295 300 

acc aag gtg tat ggg etc atg tac ttc ggg ccc gag gag ctg cgc ttc 1142 
Thr Lys Val Tyr Gly Leu Met Tyr Phe Gly Pro Glu Glu Leu Arg Phe 

305 310 315 

teg cgc acc tgg att ggc att tgg tea gtg ctg tgc tgc gee tec acg 1190 
Ser Arg Thr Trp He Gly He Trp Ser Val Leu Cys Cys Ala Ser Thr 

320 325 330 

etc ttc acg gtg ctt acg tac ctg gtg gac atg egg cgc ttc age tac 1238 
Leu Phe Thr Val Leu Thr Tyr Leu Val Asp Met Arg Arg Phe Ser Tyr 
335 340 345 350 

ccg gag egg ccc ate ate ttc ttg tec ggc tgt tac acg gee gtg gee 1286 
Pro Glu Arg Pro He He Phe Leu Ser Gly Cys Tyr Thr Ala Val Ala 

355 360 365 

gtg gee tac ate gec ggc ttc etc ctg gaa gac cga gtg gtg tgt aat 1334 
Val Ala Tyr He Ala Gly Phe Leu Leu Glu Asp Arg Val Val Cys Asn 

370 375 380 

gac aag ttc gee gag gac ggg gca cgc act gtg gcg cag ggc acc aag 1382 
Asp Lys Phe Ala Glu Asp Gly Ala Arg Thr Val Ala Gin Gly Thr Lys 

385 390 395 

aag gag ggc tgc acc ate etc ttc atg atg etc tac ttc ttc age atg 1430 
Lys Glu Gly Cys Thr He Leu Phe Met Met Leu Tyr Phe Phe Ser Met 

400 405 410 

gec age tec ate tgg tgg gtg ate ctg teg etc acc tgg ttc ctg gcg 1478 
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Ala Ser Ser lie Trp Trp Val He Leu Ser Leu Thr Trp Phe Leu Ala 

415 420 425 430 

get ggc atg aag tgg ggc cac gag gec ate gaa gee aac tea cag tat 1526 

Ala Gly Met Lys Trp Gly His Glu Ala He Glu Ala Asn Ser Gin Tyr 

435 440 445 

ttt cac ctg gee gec tgg get gtg ccg gee ate aag acc ate ace ate 1574 

Phe His Leu Ala Ala Trp Ala Val Pro Ala He Lys Thr He Thr He 

450 455 460 

ctg gcg ctg ggc cag gtg gac ggc gat gtg ctg age gga gtg tgc ttc 1622 

Leu Ala Leu Gly Gin Val Asp Gly Asp Val Leu Ser Gly Val Cys Phe 

465 470 475 

gtg ggg ctt aac aac gtg gac gcg ctg cgt ggc ttc gtg ctg gcg ccc 1670 

Val Gly Leu Asn Asn Val Asp Ala Leu Arg Gly Phe Val Leu Ala Pro 

480 485 490 

etc ttc gtg tac ctg ttt ate ggc acg tec ttt ctg ctg gec ggc ttt 1718 

Leu Phe Val Tyr Leu Phe lie Gly Thr Ser Phe Leu Leu Ala Gly Phe 

495 500 505 510 

gtg teg etc ttc cgc ate cgc acc ate atg aag cac gat ggc acc aag 1766 

Val Ser Leu Phe Arg He Arg Thr He Met Lys His Asp Gly Thr Lys 

515 520 525 

acc gag aag ctg gag aag etc atg gtg cgc att ggc gtc ttc age gtg 1814 

Thr Glu Lys Leu Glu Lys Leu Met Val Arg He Gly Val Phe Ser Val 

530 535 540 

ctg tac act gtg cca gec acc ate gtc ate gec tgc tac ttc tac gag 1862 

Leu Tyr Thr Val Pro Ala Thr He Val He Ala Cys Tyr Phe Tyr Glu 

545 550 555 

cag gee ttc egg gac cag tgg gaa cgc age tgg gtg gee cag age tgc 1910 

Gin Ala Phe Arg Asp Gin Trp Glu Arg Ser Trp Val Ala Gin Ser Cys 

560 565 570 

n ? M',fiP#¥- 1 1 - ■-' 0 8 9 6 1 3 
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aag age tac get ate ccc tgc cct cac etc cag gcg ggc gga ggc gee 
Lys Ser Tyr Ala He Pro Cys Pro His Leu Gin Ala Gly Gly Gly Ala 



575 



580 



585 



590 



1958 



ccg ccg cac ccg ccc atg age ccg gac ttc acg gtc ttc atg att aag 
Pro Pro His Pro Pro Met Ser Pro Asp Phe Thr Val Phe Met He Lys 



595 



600 



605 



tac ctt atg acg ctg ate gtg ggc ate acg teg ggc ttc tgg ate tgg 
Tyr Leu Met Thr Leu He Val Gly He Thr Ser Gly Phe Trp lie Trp 



610 



615 



620 



tec ggc aag ace etc aac tec tgg agg aag ttc tac acg agg etc acc 
Ser Gly Lys Thr Leu Asn Ser Trp Arg Lys Phe Tyr Thr Arg Leu Thr 



625 



630 



635 



2006 



2054 



2102 



aac age aaa caa ggg gag act aca gtc tgagaccegg ggctcagccc a 
Asn Ser Lys Gin Gly Glu Thr Thr Val 



2150 



640 




645 








tgcccaggcc 


teggcegggg 


cgcagcgatc 


ccccaaagcc agcgccgtgg 


agttcgtgcc 


2210 


aatcctgaca 


tctcgaggtt 


tcctcactag 


acaactctct ttegcagget 


cctttgaaca 


2270 


actcagctcc 


tgeaaaaget 


tccgtccctg 


aggcaaaagg acacgagggc 


ccgactgcca 


2330 


gagggaggat 


ggacagacct 


cttgccctca 


cactctggta ccaggactgt 


tegcttttat 


2390 


gattgtaaat 


agcctgtgta 


agatttttgt 


aagtatattt gtatttaaat 


gacgaccgat 


2450 


cacgcgtttt 


tctttttcaa 


aagtttttaa 


ttatttaggg eggtttaace 


atttgaggct 


2510 


tttccttctt 


gcccttttcg 


gagtattgea 


aaggagctaa aactggtgtg 


caaccgcaca 


2570 


gcgctcctgg 


tcgtcctcgc 


gcgcctctcc 


ctaccacggg tgetegggae 


ggctgggcgc 


2630 


cagctccggg 


gcgagttcag 


cactgegggg 


tgegactagg gctgcgctgc 


cagggtcact 


2690 


tcccgcctcc 


tccttttgcc 


ccctccccct 


ccttctgtcc cctccctttc 


tttcctggct 


2750 


tgaggtaggg 


gctcttaagg 


tacagaactc 


cacaaacctt ccaaatctgg 


aggagggece 


2810 


ccatacatta 


caattcctcc 


cttgctcggc 


ggtggattgc gaaggcccgt 


ccct tcgact 


2870 


tcctgaagct 


ggatttttaa 


ctgtccagaa 


ctttcctcca acttcatggg 


ggcccacggg 


2930 


tgtgggcgct 


ggcagtctca 


gcctccctcc 


acggtcacct tcaacgccca 


gacactccct 


2990 
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tctcccacct tagttggtta cagggtgagt gagataacca atgccaaact ttttgaagtc 3050 

taatttttga ggggtgagct catttcattc tctagtgtct aaaacctggt atgggtttgg 3110 

ccagcgtcat ggaaagatgt ggttactgag atttgggaag aagcatgaag ctttgtgtgg 3170 

gttggaagag actgaagata tgggttataa aatgttaatt ctaattgcat acggatgcct 3230 

ggcaaccttg cctttgagaa tgagacagcc tgcgcttaga ttttaccggt ctgtaaaatg 3290 

gaaatgttga ggtcacctgg aaagctttgt taaggagttg atgtttgctt tccttaacaa 3350 

gacagcaaaa cgtaaacaga aattgaaaac ttgaaggata tttcagtgtc atggacttcc 3410 

tcaaaatgaa gtgctatttt cttattttta atcaaataac tagacatata tcagaaactt 3470 

taaaatgtaa aagttgtaca ctttcaacat tttattacga ttattattca gcagcacatt 3530 

ctgagggggg aacaattcac accaccaata ataacctggt aagatttcag gaggtaaaga 3590 

aggtggaata attgacgggg agatagcgcc tgaaataaac aaaatatggg catgcatgct 3650 

aaagggaaaa tgtgtgcagg tctactgcat taaatcctgt gtgctcctct tttggattta 3710 

cagaaatgtg tcaaatgtaa atctttcaaa gccatttaaa aatattcact ttagttctct 3770 

gtgaagaaga ggagaaaagc aatcctcctg attgtattgt tttaaacttt aagaatttat 3830 

caaaatgccg gtacttagga cctaaattta tctatgtctg tcatacgcta aaatgatatt 3890 

ggtctttgaa tttggtatac atttattctg ttcactatca caaaatcatc tatatttata 3950 

gaggaataga agtttatata tatataatac catattttta atttcacaaa taaaaaattc 4010 

aaagttttgt acaaaattat atggattttg tgcctgaaaa taatagagct tgagctgtct 4070 

gaactatttt acattttatg gtgtctcata gccaatccca cagtgtaaaa attcaggaat 4130 

tcaatgaaaa aagtctaccc ttaaaccctc agatcagtct ttccaaagaa ttactctgtt 4190 

tgcattgttg tgattgacat ttgtgaagtc ccaagaaaag atctgttttc atgacagtag 4250 

aaaatagaag tttgcaaatt atttctttac tcaaagagga ttaaaagaga actctaattt 4310 

taatattaaa gctttctttt ctttcaggga ataaatttac atgacttttt atattatgga 4370 

ggtttatttt taaatcatca cctttctcat attttttaga ggtattgtct tatctcttcc 4430 

ataatcttgg atattacaaa accctaaata ggcaatcaat aaatggttaa ctggc 4485 

[0 0 8 4 ] 
<210> 22 
<211> 1509 
<212> DNA 



o n e c p i 
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<213> Homo sapience 

<220> 
<221> CDS 

<222> (253).. . (1305) 
<400> 22 

ttttccgcgt tttatccccg taccagaaaa ggatacattt agtgcctccc acccagctcc 60 
actaaacggg ttggatatct cattctttga gttggtgttc cttccccggc gcccccatgt 120 
agctgggaag tgggacctgg gggtggttgg acccctggga tcctaaagga ggggcaggga 180 
gggcgcagaa ctccgcttct gctccttgct accaggacgc gcggcctcct cagcctcttt 240 
cctcccgctg cc atg cac cct gca gcc ttc ccg ctt cct gtg gtt gtg gcc 291 
Met His Pro Ala Ala Phe Pro Leu Pro Val Val Val Ala 
1 5 10 

get gtg ctg tgg gga gcg gcc ccg acc egg ggg etc att cga gcg acc 339 
Ala Val Leu Trp Gly Ala Ala Pro Thr Arg Gly Leu lie Arg Ala Thr 

15 20 25 

teg gac cac aat gcc age atg gac ttt gca gac ctt cca get ctg ttt 387 
Ser Asp His Asn Ala Ser Met Asp Phe Ala Asp Leu Pro Ala Leu Phe 
30 35 40 45 

ggg get acc ttg age cag gag ggc etc cag ggg ttc ctt gtg gag get 435 
Gly Ala Thr Leu Ser Gin Glu Gly Leu Gin Gly Phe Leu Val Glu Ala 

50 55 60 

cac cca gac aat gcc tgc age ccc att gcc cca cca ccc cca gcc ccg 483 
His Pro Asp Asn Ala Cys Ser Pro lie Ala Pro Pro Pro Pro Ala Pro 

65 70 75 

gtc aat ggg tea gtc ttt att gcg ctg ctt cga aga ttc gac tgc aac 531 
Val Asn Gly Ser Val Phe He Ala Leu Leu Arg Arg Phe Asp Cys Asn 

80 85 90 

ttt gac etc aag gtc eta aat gcc cag aag get gga tat ggt gcc get 579 
Phe Asp Leu Lys Val Leu Asn Ala Gin Lys Ala Gly Tyr Gly Ala Ala 





627 



675 
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95 100 105 

gta gta cac aat gtg aat tec aat gaa ctt ctg aac atg gtg tgg aat 
Val Val His Asn Val Asn Ser Asn Glu Leu Leu Asn Met Val Trp Asn 
110 115 120 125 

agt gag gaa ate cag cag cag ate tgg ate ccg tct gta ttt att ggg 
Ser Glu Glu lie Gin Gin Gin He Trp He Pro Ser Val Phe He Gly 

130 135 140 

gag aga age tec gag tac ctg cgt gee etc ttt gtc tac gag aag ggg 723 
Glu Arg Ser Ser Glu Tyr Leu Arg Ala Leu Phe Val Tyr Glu Lys Gly 

145 150 155 

get egg gtg ctt ctg gtt cca gac aat ace ttc ccc ttg ggc tat tac 771 
Ala Arg Val Leu Leu Val Pro Asp Asn Thr Phe Pro Leu Gly Tyr Tyr 

160 165 170 

etc ate cct ttc aca ggg att gtg gga ctg ctg gtt ttg gee atg gga 819 
Leu lie Pro Phe Thr Gly He Val Gly Leu Leu Val Leu Ala Met Gly 

175 180 185 

gca gta atg ata get cgt tgt ate cag cac egg aaa egg etc cag egg 867 
Ala Val Met lie Ala Arg Cys He Gin His Arg Lys Arg Leu Gin Arg 
190 195 200 205 

aat cga ctt ace aaa gag caa ctg aaa cag att cct aca cat gac tat 915 
Asn Arg Leu Thr Lys Glu Gin Leu Lys Gin He Pro Thr His Asp Tyr 

210 215 220 

cag aag gga gac cag tat gat gtc tgt gee att tgc ctg gat gaa tat 963 
Gin Lys Gly Asp Gin Tyr Asp Val Cys Ala lie Cys Leu Asp Glu Tyr 

225 230 235 

gag gat ggg gac aag ctg egg gta etc ccc tgt get cat gee tac cac 1011 
Glu Asp Gly Asp Lys Leu Arg Val Leu Pro Cys Ala His Ala Tyr His 

240 245 250 

age cgc tgc gtg gac ccc tgg etc act cag ace egg aag ace tgc ccc 1059 



1 1 - 2 0 8 9 H 1 3 




1 0 — 3 2 6 2 5 



Ser Arg Cys Val Asp Pro Trp Leu Thr Gin Thr Arg Lys Thr Cys Pro 

255 260 265 

att tgc aag cag cct gtt cat egg ggt cct ggg gac gaa gac caa gag 1107 
He Cys Lys Gin Pro Val His Arg Gly Pro Gly Asp Glu Asp Gin Glu 
270 275 280 285 

gaa gaa act caa ggg caa gag gag ggt gat gaa ggg gag cca agg gac 1155 
Glu Glu Thr Gin Gly Gin Glu Glu Gly Asp Glu Gly Glu Pro Arg Asp 

290 295 300 

cac cct gec tea gaa agg acc cca ctt ttg ggt tct age ccc act ctt 1203 
His Pro Ala Ser Glu Arg Thr Pro Leu Leu Gly Ser Ser Pro Thr Leu 

305 310 315 

ccc acc tec ttt ggt tec tta gec cca get ccc ctt gtt ttt cct ggg 1251 
Pro Thr Ser Phe Gly Ser Leu Ala Pro Ala Pro Leu Val Phe Pro Gly 

320 325 330 

cct tea aca gat ccc cca ctg tec cct ccc tct tec cct gtt ate ctg 1299 
Pro Ser Thr Asp Pro Pro Leu Ser Pro Pro Ser Ser Pro Val He Leu 

335 340 345 

gtc taataacccc ccacacatac acctctggtg acctatttgc acagaccg 1350 
Val 
350 

tcgtcttccc tccagtcttc tgagggatag gggacattcc atcccaagct tctcccttac 1410 
ccacacctat ccttttgagg ggctttgggg tggggctggg gcaagcagag ggactgggtc 1470 
ttcacttctt gggctaataa aattgtttct ttgtggact 1509 
[0 0 8 5] 

<210> 23 
<211> 3059 
<212> DNA 

<213> Homo sapience 

<220> 




^1 0-3 2 6 2 5 5 
<221> CDS 

<222> (230) . . . (850) 
<400> 23 

cctggctccc gccagccgtg ggattaggct tcgccggcta cgattgcggc ccccatcttc 60 
tgacttttcc tcgtgtgacc catcttttca aattccctta cctgaggaag gagcccgatt 120 
acaaggatat ttacctgctc ctaccctgat ctagggacga ggatgggaag accgcctgtg 180 
gccatgagcc ctccccggtg ctcctggggc taaggctggg gctgcagcc atg ggg ctg 238 

Met Gly Leu 
1 

ggt cag ccc cag gcc tgg ttg ctg ggt ctg ccc aca get gtg gtc tat 286 
Gly Gin Pro Gin Ala Trp Leu Leu Gly Leu Pro Thr Ala Val Val Tyr 

5 10 15 

ggc tec ctg get etc ttc ace ace ate ctg cac aat gtc ttc ctg etc 334 
Gly Ser Leu Ala Leu Phe Thr Thr He Leu His Asn Val Phe Leu Leu 
20 25 30 35 

tac tat gtg gac acc ttt gtc tea gtg tac aag ate aac aaa atg gcc 382 
Tyr Tyr Val Asp Thr Phe Val Ser Val Tyr Lys He Asn Lys Met Ala 

40 45 50 

ttc tgg gtc gga gag aca gtg ttt etc etc tgg aac age etc aat gac 430 
Phe Trp Val Gly Glu Thr Val Phe Leu Leu Trp Asn Ser Leu Asn Asp 

55 60 65 

ccc etc ttc ggt tgg etc agt gac egg cag ttc etc age tec cag ccc 478 
Pro Leu Phe Gly Trp Leu Ser Asp Arg Gin Phe Leu Ser Ser Gin Pro 

70 75 80 

egg gga aga gat eta ccc tgg ctt ggc ttg gtt ggc ccc tct gga ctg 526 
Arg Gly Arg Asp Leu Pro Trp Leu Gly Leu Val Gly Pro Ser Gly Leu 

85 90 95 

tgg act gca aac acc etc tgc tgc ttc tgg aag att cct ttg ccc cat 574 
Trp Thr Ala Asn Thr Leu Cys Cys Phe Trp Lys He Pro Leu Pro His 



- 3 0 8 9 6 1 3 




# 



1 0 - 3 2 6 2 5 



100 



10; 



110 



115 



ccc tgc ttg age ccg tea tea ccc cca acc ttg aga agt ggg cat ccc 
Pro Cys Leu Ser Pro Ser Ser Pro Pro Thr Leu Arg Ser G ly His Pro 



120 



125 



130 



ata ccc ttt ggc cat cag ccc aac agg eta ata agg ggg tgg aaa ttg 
lie Pro Phe Gly His Gin Pro Asn Arg Leu He Arg Gly Trp Lys Leu 



135 



140 



145 



ggg cag agg agg aga gtg tac cca ctg gtc agg cgc egg get etc etc 
Gly Gin Arg Arg Arg Val Tyr Pro Leu Val Arg Arg Arg Ala Leu Leu 



150 



155 



160 



aag ggc tgt ggt get ggc ccg ggt gca ggc cct ggg ctg gca tgg gee 
Lys Gly Cys Gly Ala Gly Pro Gly Ala Gly Pro Gly Leu Ala Trp Ala 



165 



170 



175 



get get ggc get gtc gtt cct ggc gtt ctg ggt gec ctg ggc ccc age 
Ala Ala Gly Ala Val Val Pro Gly Val Leu Gly Ala Leu Gly Pro Ser 



180 



185 



190 



195 



tgg cct gca gtt ctt get gtg cct gtg cct eta tgatggcttc ctg 
Trp Pro Ala Val Leu Ala Val Pro Val Pro Leu 



200 



205 



622 



670 



718 



766 



814 



860 



acgctcgtgg acctgcacca ccatgccttg ctggccgacc tggccctctc agcccacgac 920 

cgcacccacc tcaacttcta ctgctccctc ttcagcgcgg ccggctccct ctctgtcttt 980 

gcatcctatg ccttttggaa caaggaggat ttctcctcct tccgcgcttt ctgcgtgaca 1040 

ctggctgtca gctctgggct gggctttctg ggggccacac agetgetgag gcggcgggtt 1100 

gaggcggccc gaaaggaccc agggtgetea ggcctggttg tggatagegg cctgtgtgga 1160 

gaggagctgc ttgtaggcag tgaggaggcg gacagcatca ccttgggccg gtatctcegg 1220 

cagctggcac gecateggaa cttcctgtgg ttcgtgagca tggacctggt gcaggtcttc 1280 

cactgccact tcaacagcaa cttcttccct ctcttcctgg agcatctgtt gtccgaccat 1340 

atctcccttt ccacgggctc catcctgttg ggcctctcct atgtcgctcc ccatctcaac 1400 

aacctctact tcctgtccct gtgccggcgc tggggegtet acgcggtggt gegggggetc 1460 





gfijfi 10 — 326255 



ttcctgctca agctgggact tagcctgctc atgttgttgg ccggcccgga ccacctcagc 1520 

ctgctgtgcc tcttcattgc cagcaaccgc gtcttcactg agggcacctg taagctgctg 1580 

accttggtgg tcactgacct ggtagacgag gacctggtgc tgaaccaccg caagcaggca 1640 

gcctcggcac tcctctttgg catggttgcc ttggtgacca agccaggcca gacctttgcc 1700 

ccgctgctgg gcacctggct gctctgtttc tacacaggtc atgacctctt ccagcagtcc 1760 

ctcataaccc ctgtggggag tgcccatccc tggccagagc ccccagctcc agcccctgca 1820 

caggccccga cgctccgcca gggctgcttc tacctgctgg tgctggtgcc catcacctgt 1880 

gctctgctgc agctcttcac ctggtcccag ttcacgctgc atgggagacg cctgcacatg 1940 

gtcaaggccc agcgccagaa cctgtcacag gcccaaaccc tggatgttaa gatggtgtga 2000 

gagctgtggc aaggtcaccc cactgaggat gctgctggca gcctggggaa ggagccagtt 2060 

ttttttggtt ttttttttaa ggatttcata gttttttttt tttttttttg gagatgttgc 2120 

ccaaaaaaat ggatctgttg cagtggtgca atctgggctc actgaaacca ccacccaggt 2180 

tcaagcaatt atcctgcctc agcttcccga gtaggtggga ttataggagc gtgccaccat 2240 

gcccggctac tttttgtatt tttagtagag acagggtttc atcatgttgg ccaggctagt 2300 

ctcaaacccc tgaccttagg tgatcagccc gcctcggcct cccagagtgc tgggattaca 2360 

ggcgtgagcc actgtggcca acctaatttt tgtattattt agtagagaca gggtttcacc 2420 

acattggcca ggctggtctc gaactcctga cctcaagtga tctgcctgcc ttggtctccc 2480 

aaagtgctgg gaatacaggc atgagccacc gcactcggcc aggagctagt tttaccagca 2540 

tcctgctcca ctgccttcct ctagtgcagc ctggaagaca tggcagcggg tagctcctgg 2600 

ggctgagcca gaagcatcac tgcagtgaaa gtctctgctt acctgtctgg ctcagcttgg 2660 

gcaagggctg ggccatatgt gctcagggac gtgcttctct tgtaag:gcag gaggatagaa 2720 

gaggaccaag aagggagggg gctgccctgt ggtgcacaca ggcctgccat ggggcgtggg 2780 

agcccatccc gctgcctgac tggagctggc cgctgtggtg gactcaggaa ccacttttaa 2840 

tactgcaact gctccctttt gcccagtcag ggaaagctga ctgtaagtcc cacctcccac 2900 

tccgtccacc cttctagtgg tttctctgag aggtttctct gcttcagctg tgcttgaagt 2960 

ggcatgcctc ctctgctgca gggctccccc acccccacac ggcctctaaa gatgtttatt 3020 

tccttataga ctgattaaag tcagccattc tttttcctc 3059 

[0 0 8 6] 
<210> 24 



1 0-32625 



<211> 2367 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (69)... (710) 

<400> 24 

aacttcctcg gccgagccgg gccgcgccgc cgctgccgcc gccgcgcgcg gattctgctt 
ctcagaag atg cac tat tat aga tac tct aac gcc aag gtc age tgc tgg 
Met His Tyr Tyr Arg Tyr Ser Asn Ala Lys Val Ser Cys Trp 
1 5 10 

tac aag tac etc ctt ttc age tac aac ate ate ttc tgg ttg get gga 
Tyr Lys Tyr Leu Leu Phe Ser Tyr Asn lie He Phe Trp Leu Ala Gly 
15 20 25 30 

gtt gtc ttc ctt gga gtc ggg ctg tgg gca tgg age gaa aag ggt gtg 
Val Val Phe Leu Gly Val Gly Leu Trp Ala Trp Ser Glu Lys Gly Val 

35 40 45 

ctg tec gac etc acc aaa gtg acc egg atg cat gga ate gac cct gtg 
Leu Ser Asp Leu Thr Lys Val Thr Arg Met His Gly He Asp Pro Val 

50 55 60 

gtg ctg gtc ctg atg gtg ggc gtg gtg atg ttc acc ctg ggg ttc gcc 
Val Leu Val Leu Met Val Gly Val Val Met Phe Thr Leu Gly Phe Ala 

65 70 75 

ggc tgc gtg ggg get ctg egg gag aat ate tgc ttg etc aac ttt aac 
Gly Cys Val Gly Ala Leu Arg Glu Asn He Cys Leu Leu Asn Phe Asn 

80 85 90 

cag tgc tgt ggc gca tat ggc cct gaa gac tgg gac etc aac gtc tac 
Gin Cys Cys Gly Ala Tyr Gly Pro Glu Asp Trp Asp Leu Asn Val Tyr 
95 100 105 110 




4f 5p 10-326255 



ttc aat tgc age ggt gec age tac age cga gag aag tgc ggg gtc ccc 446 
Phe Asn Cys Ser Gly Ala Ser Tyr Ser Arg Glu Lys Cys Gly Val Pro 

115 120 125 

ttc tec tgc tgc gtg cca gat cct gcg caa aaa gtt gtg aac aca cag 494 
Phe Ser Cys Cys Val Pro Asp Pro Ala Gin Lys Val Val Asn Thr Gin 

130 135 140 

tgt gga tat gat gtc agg att cag ctg aag age aag tgg gat gag tec 542 
Cys Gly Tyr Asp Val Arg He Gin Leu Lys Ser Lys Trp Asp Glu Ser 

145 150 155 

ate ttc acg aaa ggc tgc ate cag gcg ctg gaa age tgg etc ccg egg 590 
He Phe Thr Lys Gly Cys He Gin Ala Leu Glu Ser Trp Leu Pro Arg 

160 165 170 

aac att tac att gtg get ggc gtc ttc ate gee ate teg ctg ttg cag 638 
Asn He Tyr lie Val Ala Gly Val Phe lie Ala He Ser Leu Leu Gin 
175 180 185 190 

ata ttt ggc ate ttc ctg gca agg acg ctg ate tea gac ate gag gca 686 
He Phe Gly He Phe Leu Ala Arg Thr Leu lie Ser Asp He Glu Ala 

195 200 205 

gtg aag gee ggc cat cac ttc tgaggagcag agttgaggga gecgagctga gee 740 
Val Lys Ala Gly His His Phe 

210 

aegctgggag gccagagcct ttctctgcca tcagccctac gtccagaggg agaggagecg 800 
acacccccag agccagtgcc ccatcttaag catcagegtg acgtgacctc tctgtttctg 860 
cttgctggtg ctgaagacca agggtccccc ttgttacctg cccaaacttg tgactgeate 920 
cctctggagt ctacccagag acagagaatg tgtctttatg tgggagtggt gactctgaaa 980 
gacagagagg gctcctgtgg ctgecaggag ggcttgactc agaccccctg cagctcaagc 1040 
atgtctgcag gacaccctgg tcccctctcc actggcatcc agacatctgc tttgggtcat 1100 
ccacatctgt gggtgggccg tgggtagagg gacccacagg cgtggacagg gcatctctct 1160 
ccatcaagca aagcagcatg ggggcctgcc cgtaacggga ggcggacgtg gccccgctgg 1220 

f 1 ; IWUM^- 1 : - 3 0 8 9 6 1 



#5p 1 0 - 3 2 6 2 5 



gcctctgagt 


gccagcgcag 


tctgctggga 


catgcacata 


tcaggggttg 


tttgcaggat 


1280 


cc tcagccat 


gttcaagtga 


agtaagcc tg 


agccagtgcg 


tggactggtg 


ccacgggagt 


1340 


gcct tgtcca 


c tgtccccct 


gtgtccacca 


gctattctcc 


tggcgccgga 


actgcctctg 


1400 


gtcttgatag 


cat taagccc 


tga tggcgcc 


ggtggcgcgg 


tgggcatggt 


tct tcactga 


1460 


gagccggctc 


tccttttctt 


aaagtgtgta 


aatagtttat 


ttataggggt 


aagaatgttc 


1520 


tcacaccatt 


tcact tcctc 


ttcctctcct 


ccagcattct 


cctctgagca 


gccttagata 


1580 


gtgtccatgg 


ctggagccga 


ccctttgagt 


ccccttgagt 


gtcttaagaa 


ccagcccaca 


1640 


acagcctctc 


tttctcctcc 


acatactgca 


gcctccctcc 


atgcatccca 


catacaagca 


1700 


ctcccccact 


ccccagcgtg 


gcctcactgt 


cttctggtct 


tggtgctact 


gaaattgtca 


1760 


cccagaattt 


gaatcctgac 


cctccccact 


gcaagcccag 


ggagccccag 


cccaagatgg 


1820 


ccagcctgaa 


actgttggcc 


agggctcctc 


ttgtggccat 


gtacccaggg 


ctggctggcc 


1880 


tgccatttgc 


ctctccccgg 


agacagccgt 


tcttctgcaa 


ccacaccccg 


tgcctagcca 


1940 


caaccccagg 


ctgcagctgc 


tcagaagctc 


caggcat ttt 


gtttctggtg 


accgccccta 


2000 


atgggatatc 


ggtgatcact 


ggtccaccct 


tcctgtcagg 


gcttttctgg 


ggctgctctt 


2060 


ggaaatgaag 


tct taagtac 


tgaataactc 


ccctggggat 


agctggggca 


tttgtctagc 


2120 


tgggctactt 


tctaacactt 


tgccatagct 


cagaccact t 


ctcatcgttc 


agggatggac 


2180 


tgcaacctta 


att tacttgc 


cggagtgtac 


attctagtgt 


ggtgtatact 


ggtggctgtt 


2240 


gatgatgatt 


tttttttttt 


ttttttacac 


aattctctgt 


agactaggag 


aagaatgctt 


2300 


gtgtttttcg 


gaagtgtgat 


gcttctcttt 


gactgccaaa 


ctcttttatg 


gaatatatct 


2360 


ttatatt 












2367 



[ 0 0 8 7] 
<210> 25 
<211> 2355 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (20) . . . (1807) 
<400> 25 




i 0—326255 



agccgcccaa gcgcccgcc atg cgc get gec cgc gec gcg ccg ctg etc cag 52 

Met Arg Ala Ala Arg Ala Ala Pro Leu Leu Gin 
1 5 10 

ctg ctg etc ctg ctg ggg ccg tgg ctg gag get gcg ggc gtt gcg gag 100 
Leu Leu Leu Leu Leu Gly Pro Trp Leu Glu Ala Ala Gly Val Ala Glu 

15 20 25 

teg ccg ctg ccc gec gtg gtc ctt gec ate ctg gec cgc aat gee gaa 148 
Ser Pro Leu Pro Ala Val Val Leu Ala lie Leu Ala Arg Asn Ala Glu 

30 35 40 

cac teg ctg ccc cac tac ctg ggc get ctg gag egg ctg gac tac ccc 196 
His Ser Leu Pro His Tyr Leu Gly Ala Leu Glu Arg Leu Asp Tyr Pro 

45 50 55 

egg gee agg atg gee etc tgg tgt gee acg gac cac aat gtg gac aac 244 
Arg Ala Arg Met Ala Leu Trp Cys Ala Thr Asp His Asn Val Asp Asn 
60 65 70 75 

ace aca gag atg ctg cag gag tgg ctg gcg get gtg ggc gat gac tat 292 
Thr Thr Glu Met Leu Gin Glu Trp Leu Ala Ala Val Gly Asp Asp Tyr 

80 85 90 

get get gtg gtc tgg agg cct gag ggc gag ccc agg ttc tac cca gat 340 
Ala Ala Val Val Trp Arg Pro Glu Gly Glu Pro Arg Phe Tyr Pro Asp 

95 100 105 

gaa gag ggt ccc aag cac tgg ace aaa gaa agg cac cag ttt ctg atg 388 
Glu Glu Gly Pro Lys His Trp Thr Lys Glu Arg His Gin Phe Leu Met 

110 115 120 

gag ctg aag cag gaa gec etc acc ttt gee agg aac tgg ggg gee gac 436 
Glu Leu Lys Gin Glu Ala Leu Thr Phe Ala Arg Asn Trp Gly Ala Asp 

125 130 135 

tat ate ctg ttt gca gac aca gac aac att ctg acc aac aat cag act 484 
Tyr lie Leu Phe Ala Asp Thr Asp Asn lie Leu Thr Asn Asn Gin Thr 



0 F {■ (' 
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140 

ctg egg ctt etc 
Leu Arg Leu Leu 

gac tec cag acc 
Asp Ser Gin Thr 

175 

ggc tac tac cgc 
Gly Tyr Tyr Arg 

190 

cgc egg ggc tgc 
Arg Arg Gly Cys 

205 

tec ctg egg get 
Ser Leu Arg Ala 

220 

ccc aac tac act 
Pro Asn Tyr Thr 

tgc cag get get 
Cys Gin Ala Ala 

255 

ggg tac atg aat 
Gly Tyr Met Asn 

270 

agg gtc aac ttc 
Arg Val Asn Phe 

285 

cgc atg cag gec 



145 

atg ggg cag ggg 

Met Gly Gin Gly 

160 

tac tac tec aac 

Tyr Tyr Ser Asn 

cgc aca gee gag 
Arg Thr Ala Glu 

195 

ttc cgt gtc ccc 
Phe Arg Val Pro 

210 

gaa ggg gca gac 
Glu Gly Ala Asp 

225 

tgg cct ttc gac 
Trp Pro Phe Asp 

240 

ggg gtc tec gtc 
Gly Val Ser Val 

gtg ccg gtg aaa 
Val Pro Val Lys 

275 

ate cac ctg ate 
I le His Leu I le 

290 

tea get cat gtg 



150 

ctt cca gtg gtg 
Leu Pro Val Val 

165 

ttc tgg tgt ggg 
Phe Trp Cys Gly 

180 

tac ttc ccc acc 
Tyr Phe Pro Thr 

atg gtc cac tec 
Met Val His Ser 

215 

cag ctt get ttc 
Gin Leu Ala Phe 

230 

gac ate ate gtc 
Asp He He Val 

245 

cac gtg tgc aat 
His Val Cys Asn 

260 

tec cac cag ggg 
Ser His Gin Gly 

tta gaa gca eta 
Leu Glu Ala Leu 

295 

act egg ccc tct 



155 

gee cca atg ctg 
Ala Pro Met Leu 

170 

ate acc ccc cag 
I le Thr Pro Gin 

185 

aag aac cgc cag 
Lys Asn Arg Gin 

200 

acc ttc ctt gca 
Thr Phe Leu Ala 

tac ccg cca cat 
Tyr Pro Pro His 

235 

ttc gec tat gee 
Phe Ala Tyr Ala 

250 

gag cac cgt tat 
Glu His Arg Tyr 

265 

ctg gaa gac gag 
Leu Glu Asp Glu 

280 

gtg gac ggc ccc 
Val Asp Gly Pro 

aag agg ccc age 





#5p. 10 — 326255 



Arg Met Gin Ala Ser Ala His Val Thr Arg Pro Ser Lys Arg Pro Ser 

300 305 310 315 

aag ata ggg ttt gac gag gtc ttt gtc ate age ctg get cgc agg cct 1012 

Lys He Gly Phe Asp Glu Val Phe Val He Ser Leu Ala Arg Arg Pro 

320 325 330 

gac cgt egg gaa cgc atg etc gec teg etc tgg gag atg gag ate tct 1060 
Asp Arg Arg Glu Arg Met Leu Ala Ser Leu Trp Glu Met Glu lie Ser 

335 340 345 

ggg agg gtg gtg gac get gtg gat ggc tgg atg etc aac age agt gee 1108 
Gly Arg Val Val Asp Ala Val Asp Gly Trp Met Leu Asn Ser Ser Ala 

350 355 360 

ate agg aac etc ggc gta gac ctg etc ccg ggc tac cag gac cct tac 1156 
He Arg Asn Leu Gly Val Asp Leu Leu Pro Gly Tyr Gin Asp Pro Tyr 

365 370 375 

teg ggc cgc act ctg ace aag ggc gag gtg ggc tgc ttc etc age cat 1204 
Ser Gly Arg Thr Leu Thr Lys Gly Glu Val Gly Cys Phe Leu Ser His 
380 385 390 395 

tac tec ate tgg gaa gag gtg gtt gee agg ggc ctg gec egg gtc ctg 1252 
Tyr Ser lie Trp Glu Glu Val Val Ala Arg Gly Leu Ala Arg Val Leu 

400 405 410 

gtg ttt gag gat gac gtg cgc ttt gag age aac ttc agg ggg egg ctg 1300 
Val Phe Glu Asp Asp Val Arg Phe Glu Ser Asn Phe Arg Gly Arg Leu 

415 420 425 

gag egg ctg atg gag gat gtg gag gca gag aaa ctg tct tgg gac ctg 1348 
Glu Arg Leu Met Glu Asp Val Glu Ala Glu Lys Leu Ser Trp Asp Leu 

430 435 440 

ate tac etc gga egg aag cag gtg aac cct gag aag gag acg gec gtg 1396 
He Tyr Leu Gly Arg Lys Gin Val Asn Pro Glu Lys Glu Thr Ala Val 
445 450 455 

R n iKMkW- J l - 3 o 8 9 n i s 
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gag ggg ctg ccg ggc ctg gtg gtg get ggg tac tec tac tgg acg ctg 1444 

Glu Gly Leu Pro Gly Leu Val Val Ala Gly Tyr Ser Tyr Trp Thr Leu 

460 465 470 475 

gec tat gec ctg cgt ctg gcg ggt gec cgc aag ctg ctg gec tea cag 1492 

Ala Tyr Ala Leu Arg Leu Ala Gly Ala Arg Lys Leu Leu Ala Ser Gin 

480 485 490 

cct ctg cgc cgc atg ctg ccc gtg gac gag ttc ctg ccc ate atg ttc 1540 

Pro Leu Arg Arg Met Leu Pro Val Asp Glu Phe Leu Pro He Met Phe 

495 500 505 

gac cag cac ccc aac gag cag tac aag gca cac ttc tgg cca egg gac 1588 

Asp Gin His Pro Asn Glu Gin Tyr Lys Ala His Phe Trp Pro Arg Asp 

510 515 520 

ctg gtg gec ttc tec gee cag ccc ctg etc get gee cct acc cac tat 1636 

Leu Val Ala Phe Ser Ala Gin Pro Leu Leu Ala Ala Pro Thr His Tyr 

525 530 535 

gec ggg gac gec gag tgg etc agt gac acg gag aca tec tct cca tgg 1684 

Ala Gly Asp Ala Glu Trp Leu Ser Asp Thr Glu Thr Ser Ser Pro Trp 

540 545 550 555 

gat gat gac age ggc cgc etc ate age tgg age ggc tec caa aag acc 1732 

Asp Asp Asp Ser Gly Arg Leu He Ser Trp Ser Gly Ser Gin Lys Thr 

560 565 570 

ctg cgc age ccc cgc ctg gac ctg act ggc age age ggg cac age etc 1780 

Leu Arg Ser Pro Arg Leu Asp Leu Thr Gly Ser Ser Gly His Ser Leu 

575 580 585 

caa ccc cag ccc cga gat gag etc taggtccagg tgatgactgc aaagca 1830 

Gin Pro Gin Pro Arg Asp Glu Leu 

590 595 
gtgtccagga gcaggccact actgcccaga gagcagagga ggaggttgtt ggcagggact 1890 
gcagatcctg tcagacctgg ccaccacctt gggcatggcc actctgccct ctggacctgt 1950 





4$5j2 1 0 — 326255 



ctttcatcgg gagaaaccac tcagagatgg atcccattcc ctaaaggtct cacagcaaag 2010 
gagcaggact cccaggcccc tgtaccctgc ctggcctgat tcagggcctt gtggccccca 2070 
gcttctgttt caagctgggc agaccccagg atcccttccc tccctaagga ctcagctgag 2130 
gggcccctct gcccccttct acctccacct cagcaccctc ccccagcttg atgtttgggt 2190 
ctccccagca ccctcctccc tggccggtgc aaagtacagg gaggtaaagc aggacccttg 2250 
cagacatgtt gcccagcaca cagtaggccc tcaataaaag ccatttgcac tttaaatata 2310 
tatatgtatg tatatatatg tatatatata tatatatata tatgt 2355 

[0 0 8 8] 
<210> 26 
<211> 1024 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (27)... (821) 

<400> 26 

cggatggaag ctccggccgc ggagtg atg gtg gcc tea gcg aag atg ggc egg 53 

Met Val Ala Ser Ala Lys Met Gly Arg 
1 5 

gca ggg acc atg gcg gtg gca gca gag ctt cga gag ctg tgc cca gga 101 
Ala Gly Thr Met Ala Val Ala Ala Glu Leu Arg Glu Leu Cys Pro Gly 
10 15 20 25 

gtg aac aac cag ccc tac etc tgt gag agt ggt cac tgc tgc ggg gag 149 
Val Asn Asn Gin Pro Tyr Leu Cys Glu Ser Gly His Cys Cys Gly Glu 

30 35 40 

act ggc tgc tgc acc tac tac tat gag etc tgg tgg ttc tgg ctg etc 197 
Thr Gly Cys Cys Thr Tyr Tyr Tyr Glu Leu Trp Trp Phe Trp Leu Leu 

45 50 55 

tgg act gtc etc ate etc ttt age tgc tgt tgc gcc ttc cgc cac cga 245 



tt'MW^ 1 1-3 O 8 9 fS 1 
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Trp Thr Val Leu He Leu Phe Ser Cys Cys Cys Ala Phe Arg His Arg 

60 65 70 

cga get aaa etc agg ctg caa caa cag cag egg cag cgt gaa ate aac 293 

Arg Ala Lys Leu Arg Leu Gin Gin Gin Gin Arg Gin Arg Glu He Asn 

75 80 85 

ttg ttg gee tat cat ggg gca tgc cat ggg get ggt cct ttc cct acc 341 

Leu Leu Ala Tyr His Gly Ala Cys His Gly Ala Gly Pro Phe Pro Thr 
90 95 100 105 

ggt tea ctg ctt gac ctt cgc ttc etc age acc ttc aag ccc cca gee 389 

Gly Ser Leu Leu Asp Leu Arg Phe Leu Ser Thr Phe Lys Pro Pro Ala 

110 115 120 

tac gag gat gtg gtt cac cgc cca ggc aca cca ccc ccc cct tat act 437 

Tyr Glu Asp Val Val His Arg Pro Gly Thr Pro Pro Pro Pro Tyr Thr 

125 130 135 

gtg gee cca ggc cgc ccc ttg act get tec agt gaa caa acc tgc tgt 485 

Val Ala Pro Gly Arg Pro Leu Thr Ala Ser Ser Glu Gin Thr Cys Cys 

140 145 150 

tec tec tea tec age tgc cct gee cac ttt gaa gga aca aat gtg gaa 533 

Ser Ser Ser Ser Ser Cys Pro Ala His Phe Glu Gly Thr Asn Val Glu 

155 160 165 

ggt gtt tec tec cac cag agt gec ccc ccc cat cag gag ggt gag ccc 581 

Gly Val Ser Ser His Gin Ser Ala Pro Pro His Gin Glu Gly Glu Pro 
170 175 180 185 

ggg gca ggg gtg acc cct gee tec aca ccc ccc tec tgc cgc tat cgc 629 

Gly Ala Gly Val Thr Pro Ala Ser Thr Pro Pro Ser Cys Arg Tyr Arg 

190 195 200 

cgt tta act ggc gac tec ggt att gag etc tgc cct tgt cct gec tec 677 

Arg Leu Thr Gly Asp Ser Gly He Glu Leu Cys Pro Cys Pro Ala Ser 
205 210 215 




10-326255 



ggt gag ggt gag cca gtc aag gag gtg agg gtt agt gcc acc ctg cca 725 
Gly Glu Gly Glu Pro Val Lys Glu Val Arg Val Ser Ala Thr Leu Pro 

220 225 230 

gat ctg gag gac tac tec ccg tgt gca eta ccc cca gag tct gta ccg 773 
Asp Leu Glu Asp Tyr Ser Pro Cys Ala Leu Pro Pro Glu Ser Val Pro 

235 240 245 

cag ate ttt ccc atg ggg ctg tct tec agt gaa ggg gac ate cca 818 
Gin He Phe Pro Met Gly Leu Ser Ser Ser Glu Gly Asp He Pro 
250 255 260 

ta agtagttttg agagggtgga tgggttactt gcccaccaga aacagcccta 870 
gtcccaactc cttgcgttcc tttggcccct ccctgcctac ctagaatctg cctgaaaggg 930 
ctggagaggg gcagtattgg gggactgtgc tagctttacc cccgcaggac atacacagga 990 
gectttgate tcattaaaga gatgtgaacc agct 1024 

[0 0 8 9] 
<210> 27 
<211> 1237 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (24) ... (1055) 
<400> 27 

tactggctac tggegctgea gcc atg cag ccc ccg ccc ccg ggc ccg ctg ggc 53 

Met Gin Pro Pro Pro Pro Gly Pro Leu Gly 
1 5 10 

gac tgc ctg egg gac tgg gag gat eta cag cag gac ttc cag aac ate 101 
Asp Cys Leu Arg Asp Trp Glu Asp Leu Gin Gin Asp Phe Gin Asn He 

15 20 25 

cag gag acc cat egg etc tac cgc ctg aag ctg gag gag ctg acc aaa 149 
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Gin Glu Thr His Arg Leu Tyr Arg Leu Lys Leu Glu Glu Leu Thr Lys 

30 35 40 

ctt cag aac aat tgc acc age tec ate acg egg cag aag aag egg etc 197 
Leu Gin Asn Asn Cys Thr Ser Ser He Thr Arg Gin Lys Lys Arg Leu 

45 50 55 

cag gag ctg gee etc gec ctg aag aaa tgc aaa ccc tec etc cca gca 245 
Gin Glu Leu Ala Leu Ala Leu Lys Lys Cys Lys Pro Ser Leu Pro Ala 

60 65 70 

gag gec gag ggg gee gca cag gag ctg gag aac cag atg aaa gag cgc 293 
Glu Ala Glu Gly Ala Ala Gin Glu Leu Glu Asn Gin Met Lys Glu Arg 
75 80 85 90 

caa ggc etc ttc ttt gac atg gag gec tat ttg cct aag aag aat gga 341 
Gin Gly Leu Phe Phe Asp Met Glu Ala Tyr Leu Pro Lys Lys Asn Gly 

95 100 105 

ttg tac ctg age ctg gtt ctg ggg aac gtc aac gtc acg etc ctg age 389 
Leu Tyr Leu Ser Leu Val Leu Gly Asn Val Asn Val Thr Leu Leu Ser 

110 115 120 

aag cag get aag ttt gee tac aag gac gag tat gag aag ttc aag etc 437 
Lys Gin Ala Lys Phe Ala Tyr Lys Asp Glu Tyr Glu Lys Phe Lys Leu 

125 130 135 

tac etc acc ate ate etc ate etc ate tec ttc act tgc cgc ttc ctg 485 
Tyr Leu Thr He He Leu He Leu He Ser Phe Thr Cys Arg Phe Leu 

140 145 150 

etc aac tec agg gtg aca gat get gec ttc aac ttc ctg ctg gtc tgg 533 
Leu Asn Ser Arg Val Thr Asp Ala Ala Phe Asn Phe Leu Leu Val Trp 
155 160 165 170 

tac tac tgc acc ctg acc ate egg gag age ate etc ate aac aac ggc 581 
Tyr Tyr Cys Thr Leu Thr He Arg Glu Ser He Leu He Asn Asn Gly 
175 180 185 
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tec egg ate aaa ggc tgg tgg gtg ttc cat cac tac gtg tec acc ttc 629 

Ser Arg He Lys Gly Trp Trp Val Phe His His Tyr Val Ser Thr Phe 

190 195 200 

ctg teg gga gtc atg ctg acg tgg ccc gac ggt etc atg tac cag aaa 677 

Leu Ser Gly Val Met Leu Thr Trp Pro Asp Gly Leu Met Tyr Gin Lys 

205 210 215 

ttc egg aac caa ttc etc tec ttt tec atg tac cag age ttc gtg cag 725 

Phe Arg Asn Gin Phe Leu Ser Phe Ser Met Tyr Gin Ser Phe Val Gin 

220 225 230 

ttt etc cag tac tac tac cag age ggc tgc etc tac cgc ctg egg gcg 773 

Phe Leu Gin Tyr Tyr Tyr Gin Ser Gly Cys Leu Tyr Arg Leu Arg Ala 
235 240 245 250 

ctg ggc gag egg cac acc atg gac etc act gtg gag ggc ttc cag tec 821 

Leu Gly Glu Arg His Thr Met Asp Leu Thr Val Glu Gly Phe Gin Ser 

255 260 265 

tgg atg tgg egg ggc etc acc ttc ctg ctg cct ttt ctt ttc ttt gga 869 

Trp Met Trp Arg Gly Leu Thr Phe Leu Leu Pro Phe Leu Phe Phe Gly 

270 275 280 

cac ttc tgg cag ctt ttt aac gcg ctg acg ttg ttc aac ctg gec cag 917 

His Phe Trp Gin Leu Phe Asn Ala Leu Thr Leu Phe Asn Leu Ala Gin 

285 290 295 

gac cct cag tgc aag gag tgg cag gtg ctt atg tgc ggc ttt ccc ttc 965 

Asp Pro Gin Cys Lys Glu Trp Gin Val Leu Met Cys Gly Phe Pro Phe 

300 305 310 

etc etc ctt ttc etc ggc aat ttc ttc acc acc ctg agg gtt gtg cac 1013 

Leu Leu Leu Phe Leu Gly Asn Phe Phe Thr Thr Leu Arg Val Val His 
315 320 325 330 

cac aag ttt cac agt cag egg cac ggg age aag aag gat tgaggctg 1060 

His Lys Phe His Ser Gin Arg His Gly Ser Lys Lys Asp 
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335 340 
ggccttcccc tgccggccca gaggggcttc tgtcctgtgt gttgtgggag gggatgggag 1120 
gcgcccctcg agtgtgcgtg tatcaggggg tctcttctat tctcccttgg gttttatggg 1180 
cgctgtgggc cctgaaggaa gacctgggcc cagtgccctc aataaagaga ggcccag 1237 

[0 0 9 0] 
<210> 28 
<211> 1332 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (39)... (773) 

<400> 28 

agtgccccag cggaagcaca gctcagagct ggtctgcc atg gac ate ctg gtc cca 56 

Met Asp lie Leu Val Pro 
1 5 

etc ctg cag ctg ctg gtg ctg ctt ctt ace ctg ccc ctg cac etc atg 104 
Leu Leu Gin Leu Leu Val Leu Leu Leu Thr Leu Pro Leu His Leu Met 

10 15 20 

get ctg ctg ggc tgc tgg cag ccc ctg tgc aaa age tac ttc ccc tac 152 
Ala Leu Leu Gly Cys Trp Gin Pro Leu Cys Lys Ser Tyr Phe Pro Tyr 

25 30 35 

ctg atg gec gtg ctg act ccc aag age aac cgc aag atg gag age aag 200 
Leu Met Ala Val Leu Thr Pro Lys Ser Asn Arg Lys Met Glu Ser Lys 

40 45 50 

aaa egg gag etc ttc age cag ata aag ggg ctt aca gga gec tec ggg 248 
Lys Arg Glu Leu Phe Ser Gin He Lys Gly Leu Thr Gly Ala Ser Gly 
55 60 65 70 

aaa gtg gec eta ctg gag ctg ggc tgc gga ace gga gec aac ttt cag 296 
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Lys Val Ala Leu Leu Glu Leu Gly Cys Gly Thr Gly Ala Asn Phe Gin 

75 80 85 

ttc tac cca ccg ggc tgc agg gtc acc tgc eta gac cca aat ccc cac 344 

Phe Tyr Pro Pro Gly Cys Arg Val Thr Cys Leu Asp Pro Asn Pro His 

90 95 100 

ttt gag aag ttc ctg aca aag age atg get gag aac agg cac etc caa 392 

Phe Glu Lys Phe Leu Thr Lys Ser Met Ala Glu Asn Arg His Leu Gin 

105 110 115 

tat gag egg ttt gtg gtg get cct gga gag gac atg aga cag ctg get 440 

Tyr Glu Arg Phe Val Val Ala Pro Gly Glu Asp Met Arg Gin Leu Ala 

120 125 130 

gat ggc tec atg gat gtg gtg gtc tgc act ctg gtg ctg tgc tct gtg 488 

Asp Gly Ser Met Asp Val Val Val Cys Thr Leu Val Leu Cys Ser Val 

135 140 145 150 

cag age cca agg aag gtc ctg cag gag gtc egg aga gta ctg aga ccg 536 

Gin Ser Pro Arg Lys Val Leu Gin Glu Val Arg Arg Val Leu Arg Pro 

155 160 165 

gga ggt gtg etc ttt ttc tgg gag cat gtg gca gaa cca tat gga age 584 

Gly Gly Val Leu Phe Phe Trp Glu His Val Ala Glu Pro Tyr Gly Ser 

170 175 180 

tgg gee ttc atg tgg cag caa gtt ttc gag ccc acc tgg aaa cac att 632 

Trp Ala Phe Met Trp Gin Gin Val Phe Glu Pro Thr Trp Lys His He 

185 190 195 

ggg gat ggc tgc tgc etc acc aga gag acc tgg aag gat ctt gag aac 680 

Gly Asp Gly Cys Cys Leu Thr Arg Glu Thr Trp Lys Asp Leu Glu Asn 

200 205 210 

gee cag ttc tec gaa ate caa atg gaa cga cag ccc cct ccc ttg aag 728 

Ala Gin Phe Ser Glu He Gin Met Glu Arg Gin Pro Pro Pro Leu Lys 

215 220 225 230 
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tgg eta cct gtt ggg ccc cac ate atg gga aag get gtc aaa taatctttc 
Trp Leu Pro Val Gly Pro His lie Met Gly Lys Ala Val Lys 

235 240 
caagctccaa ggcactcatt tgctccttcc ccagcctcca attagaacaa gccacccacc 
agectatcta tcttccactg agagggacct agcagaatga gagaagacat tcatgtacca 
cctactagtc cctctctccc caacctctgc cagggcaatc tctaacttca atcccgcctt 
cgacagtgaa aaagctctac ttctacgctg acccagggag gaaacactag gaccctgttg 
tatcctcaac tgcaagtttc tggactagtc tcccaacgtt tgcctcccaa tgttgtccct 
ttccttcgtt cccatggtaa agctcctctc gctttcctcc tgaggctaca cccatgcgtc 
tctaggaact ggtcacaaaa gtcatggtgc ctgcatccct gccaagcccc cctgaccctc 
tctccccact accaccttct tcctgagctg ggggcaccag ggagaatcag agatgctggg 
gatgecagag caagactcaa agaggcagag gttttgttct caaatatttt ttaataaata 
gacgaaacca eg 

[0 0 9 1 ] 
<210> 29 
<211> 1932 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (38)... (949) 

<400> 29 

agaccccgcc tgctcgggcg egggeggegg cgcggcc atg aag ctg aag ctg aag 

Met Lys Leu Lys Leu Lys 
1 5 
aac gtg ttt etc gee tac ttc ctg gtg teg ate gec ggc etc etc tac 
Asn Val Phe Leu Ala Tyr Phe Leu Val Ser He Ala Gly Leu Leu Tyr 

10 15 20 

gcg ctg gta cag etc ggc cag cca tgt gac tgc ctt cct ccc ctg egg 



780 



840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1332 



55 



103 



151 




# 
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Ala Leu Val Gin Leu Gly Gin Pro Cys Asp Cys Leu Pro Pro Leu Arg 

25 30 35 

gca gca gcc gag cag eta egg cag aag gat ctg agg att tec cag ctg 199 

Ala Ala Ala Glu Gin Leu Arg Gin Lys Asp Leu Arg lie Ser Gin Leu 

40 45 50 

caa gcg gaa etc cga egg cca ccc cct gcc cct gcc cag ccc cct gaa 247 

Gin Ala Glu Leu Arg Arg Pro Pro Pro Ala Pro Ala Gin Pro Pro Glu 
55 60 65 70 

ccc gag gcc ctg cct act ate tat gtt gtt acc ccc acc tat gcc agg 295 

Pro Glu Ala Leu Pro Thr He Tyr Val Val Thr Pro Thr Tyr Ala Arg 

75 80 85 

ccc ctg tgg gtg cag tac cct cag gat gtg act acc ttc aat ata gat 343 

Pro Leu Trp Val Gin Tyr Pro Gin Asp Val Thr Thr Phe Asn lie Asp 

90 95 100 

gat cag tac ttg ctt ggg gat gcg ttg ctg gtt cac cct gta tea gac 391 

Asp Gin Tyr Leu Leu Gly Asp Ala Leu Leu Val His Pro Val Ser Asp 

105 110 115 

tct gga gcc cat ggt gtc cag gtc tat ctg cct ggc caa ggg gag gtg 439 

Ser Gly Ala His Gly Val Gin Val Tyr Leu Pro Gly Gin Gly Glu Val 

120 125 130 

tgg tat gac att caa age tac cag aag cat cat ggt ccc cag acc ctg 487 

Trp Tyr Asp He Gin Ser Tyr Gin Lys His His Gly Pro Gin Thr Leu 
135 140 145 150 

tac ctg cct gta act eta age agt ate cct gtg ttc cag cgt gga ggg 535 

Tyr Leu Pro Val Thr Leu Ser Ser lie Pro Val Phe Gin Arg Gly Gly 

155 160 165 

aca ate gtg cct cga tgg atg cga gtg egg egg tct tea gaa tgt atg 583 

Thr He Val Pro Arg Trp Met Arg Val Arg Arg Ser Ser Glu Cys Met 

170 175 180 
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aag gat gac ccc ate act etc ttt gtt gca ctt age cct cag ggt aca 631 
Lys Asp Asp Pro He Thr Leu Phe Val Ala Leu Ser Pro Gin Gly Thr 

185 190 195 

get caa gga gag etc ttt ctg gat gat ggg cac acg ttc aac tat cag 679 
Ala Gin Gly Glu Leu Phe Leu Asp Asp Gly His Thr Phe Asn Tyr Gin 

200 205 210 

act cgc caa gag ttc ctg ctg cgt cga ttc tea ttc tct ggc aac acc 727 
Thr Arg Gin Glu Phe Leu Leu Arg Arg Phe Ser Phe Ser Gly Asn Thr 
215 220 225 230 

ctt gtc tec age tea gca gac cct gaa gga cac ttt gag aca cca ate 775 
Leu Val Ser Ser Ser Ala Asp Pro Glu Gly His Phe Glu Thr Pro He 

235 240 245 

tgg att gag egg gtg gtg ata ata ggg get gga aag cca gca get gtg 823 
Trp He Glu Arg Val Val He He Gly Ala Gly Lys Pro Ala Ala Val 

250 255 260 

gta etc cag aca aaa gga tct cca gaa age cgc ctg tec ttc cag cat 
Val Leu Gin Thr Lys Gly Ser Pro Glu Ser Arg Leu Ser Phe Gin His 

265 270 275 

gac cct gag acc tct gtg ttg gtc ctg cgc aag cct ggc ate aat gtg 
Asp Pro Glu Thr Ser Val Leu Val Leu Arg Lys Pro Gly He Asn Val 

280 285 290 

gca tct gat tgg agt att cac ctg cga taacccaagg gatgttctgg gtta 
Ala Ser Asp Trp Ser lie His Leu Arg 
295 300 

gggggaggga aggggagcat tagtgetgag agatattctt tcttctgcct tggagttcgg 1030 
ccctccccag acttcactta tgctagtcta agacccagat tctgccaaca tttgggcagg 1090 
atgagagggc tgaccctggg ctccaaattc ctcttgtgat ctcctcacct ctcccactcc 1150 
attgatacca actctttccc ttcattcccc caacatcctg ttgetctaac tggagcacat 1210 
tcacttacga acaccaggaa accacagggc ccttgtcgcc ccttctcttt cccttattta 1270 



871 



919 



970 
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ggagccctga actcccccag agtctatcca ttcatgcctc ttgtatgttg atgccacttc 1330 
ttggaagaag atgagggcaa tgagttaggg ctccttttcc ccttccctcc caccagattg 1390 
ctctcccacc tttcatttct tcctccaggc tttactcccc tttttatgcc ccaccgatac 1450 
actgggacca ccccttaccc cggacaggat gaatggatca aaggagtgag gttgctaaag 1510 
aacatccttt tccctctcat tctacccttt tcctctcccc gattccttgt agagctgctg 1570 
caattcttag aggggcagtt ctacctcctc tgtccctcgg cagaaagacg tttccacacc 1630 
tcttagggga tgcgcattaa acttcttttg cccccttctt gtcccctttg aggggcactt 1690 
aagatggaga aatcagttgt ggtttcagtg aatcatggtc acctgtattt attgctagga 1750 
gaagcctgag ggtgggggga gatgatcatg tgtgctcggg gttggctgga agccctgggt 1810 
ggggggttgg gggaggacta atggggagtc ggggaatatt tgtgggtatt ttttttactt 1870 
cctcttggtt cccagctgtg acacgttttg atcaaaggag aaacaataaa gggataaacc 1930 
at 1932 

[0 0 9 2] 
<210> 30 
<211> 1124 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (73)... (555) 

<400> 30 

ggaagagccg tcaacttagc gagcgcaaca ggctgccgct gaggagctgg agctggtggg 60 
gactgggccg ca atg gac aag ctg aag aag gtg ctg age ggg cag gac acg 111 
Met Asp Lys Leu Lys Lys Val Leu Ser Gly Gin Asp Thr 
1 5 10 

gag gac egg age ggc ctg tec gag gtt gtt gag gca tct tea tta age 159 
Glu Asp Arg Ser Gly Leu Ser Glu Val Val Glu Ala Ser Ser Leu Ser 

15 20 25 

tgg agt acc agg ata aaa ggc ttc att gcg tgt ttt get ata gga att 207 
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Trp Ser Thr Arg He Lys Gly Phe lie Ala Cys Phe Ala lie Gly He 
30 35 40 45 

etc tgc tea ctg ctg ggt act gtt ctg ctg tgg gtg ccc agg aag gga 255 
Leu Cys Ser Leu Leu Gly Thr Val Leu Leu Trp Val Pro Arg Lys Gly 

50 55 60 

eta cac etc ttc gca gtg ttt tat acc ttt ggt aat ate gca tea att 303 
Leu His Leu Phe Ala Val Phe Tyr Thr Phe Gly Asn lie Ala Ser He 

65 70 75 

ggg agt acc ate ttc etc atg gga cca gtg aaa cag ctg aag cga atg 351 
Gly Ser Thr lie Phe Leu Met Gly Pro Val Lys Gin Leu Lys Arg Met 

80 85 90 

ttt gag cct act cgt ttg att gca act ate atg gtg ctg ttg tgt ttt 399 
Phe Glu Pro Thr Arg Leu lie Ala Thr He Met Val Leu Leu Cys Phe 

95 100 105 

gca ctt acc ctg tgt tct gec ttt tgg tgg cat aac aag gga ctt gca 447 
Ala Leu Thr Leu Cys Ser Ala Phe Trp Trp His Asn Lys Gly Leu Ala 
110 115 120 125 

ctt ate ttc tgc att ttg cag tct ttg gca ttg acg tgg tac age ctt 495 
Leu He Phe Cys He Leu Gin Ser Leu Ala Leu Thr Trp Tyr Ser Leu 

130 135 140 

tec ttc ata cca ttt gca agg gat get gtg aag aag tgt ttt gee gtg 543 
Ser Phe lie Pro Phe Ala Arg Asp Ala Val Lys Lys Cys Phe Ala Val 

145 150 155 

tgt ctt gca taattcatgg ccagttttat gaagctttgg aaggcactat ggacagaa 600 
Cys Leu Ala 
160 

gctggtggac agttttgtaa ctatcttcga aacctctgtc ttacagacat gtgectttta 660 
tettgeagea atgtgttgct tgtgattcga acatttgagg gttacttttg gaagcaacaa 720 
tacattctcg aacctgaatg tcagtagcac aggatgagaa gtgggttctg tatcttgtgg 780 
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agtggaatct tcctcatgta cctgtttcct ctctggatgt tgtcccactg aattcccatg 840 
aatacaaacc tattcagcaa cagcacataa gccttgggtg caagtgattc ccaggtggca 900 
aaaggcagcc ccatcagaga tcacgggagc aacagtaagg gacagagttt tggggtccac 960 
ttgtccctca gcatggaagc catcaccgtg gtcctgcata gagtgagtct acttctactc 1020 
tggcatctga gaacaagtga ctctgcttta gacaagcccc tggagagcct ggccatggag 1080 
tgaggtagaa aagaagcact ttttggtggt atatgctgtt tctg 1124 
[0 0 9 3] 

[HI] ^ >H P 0 2 5 3 9 tfn- K-rsMeS^SR^IS/^^ffi^n V 
[02] ^ D->H P 0 2 7 7 0^3- Kt'5SSS©i*fi/I*tt'/D 7 

[@3] ^7 n->HP o 2 8 6 9^3- Ktl>Sei©^*tt/i*tt^n 7 

[04] ^7D->HP 0 2 9 5 6^3- SSee^Sft^tt/^TKtt^n 7 
[0 5] ^ D->HP 0 2 9 6 2^3- K~T £ M 6 ®tf)$C7R'f4/§l?M4^ D 7 

[0 6] ?D->HP030i4#n - Kt"SSaf*©5ft>!M4/$izM£^ , n 7 
[0 7] ?d->hpio 6 0 8^=i- K-rsMae©«ft*tt/SS*'t£^"n 

[0 8] ? D->H P 1 0 6 0 9^3- Fi" S S 6 Jt©i*7fc'f£ /f^ffi-/ n "7 

[09] ? d->h P l o 6 l l tfn- K^5^aKtf)fcfc2M£/$i7M£:/n 7 

[010] ^O->HP10617 #3- Kt5ieS©i*14/IM^D 
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